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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1014602 ABV408 RS01800 WP 353980798.1 .MARGVNKVILIGNLGQDPEVRFLPSGNPVCNLRIATTDTWTDRQSGQRQERTEWHSVVLFNKLAEIAQQYVKKGSRIYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**!*!!*!!**!**!*!**!*****!!***!*!* *!** !*!!!! *******!!*!**!**!!* *!*

logo EGKQRI
L
K
Q
S
TRKYWQDGKQNSDGI

Q
E
DRTYTASYTDEVIQVVAGDQNDGVEYNGI L

MKQMLDGSGRANSGQSEGNQSGDGFMGDGAPGYDENEQGSGQW
Y
N
G
G
Q
A
S
Q
P
Q
AQPTQEGAGYAQQQMQNPAVRNPYANQQSGSGW

Y
S
G
D
Q
N
P
Q
R
Y
Q

NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYDEG..YGQSQ....EAYQ....RPAQQS....RQ 138
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYEEG..YGQSQ....EAYQ....RPAQQS....RQ 138
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSGGDFG.GNQGSGWNQAPAQT..........NYNQGGYSDNY 143
NTDB id 1014602 ABV408 RS01800 WP 353980798.1 EGRLQTRKWQGQDGQDRYSTEIVGND....MQMLDSRSGQGGGD.YNQ.SQYGGAPQQPQGGYAQQQPAPAQQGGYGQQQ 153
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM............PAQ..GG....MNVPAQQGSWGQPQ 142
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FDDEDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 PAP...............DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PAS...............DAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 AQNNNFNGGNA..........TRPQPAQKP....AAQAEPPMDNFDDDIPF 180
NTDB id 1014602 ABV408 RS01800 WP 353980798.1 PAP.AQQGGYGNQPQRPPQNQPAPQPNQQNANYGAPN.PGSFDDFDDEIPF 202
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..............QPAKQHQPMQQSA..PQQYSQPQYNEPPMDFDDDIPF 177
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