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NTDB id 1294 VP RS04495 WP 021449594.1 ..............MKWILTLCLVVFAPLSLAA................................DTKADKYEGIEITVNINTAS 39
NTDB id 1395 DSB67 RS04445 WP 010649155.1 ..............MKWMLTLCLLILAPMSWAET...............................KTKADKYEGIEITVNVNSAT 40
NTDB id 1041 H0N27 RS14740 WP 005124713.1 ...MQYSMRFWKNKYFLLIMLCLGVISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSHSNGSKISQTKNFNDSTGQIHLNQAN 82
NTDB id 1069 ABD1 RS03060 WP 043960841.1 ...MQYSMRFWKNKYFVLIMLCLGVISPSVCAQSFDQNFQEWKVKQQMYDQKLNISKSSHSNSSKISQTKNFNDSTGQIHLNQAN 82
NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSIRHFFTFFWATLLTL.......FSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKP....TQQSGTGVKVNINSAT 74
NTDB id 1242 Cj0011c YP 002343483.1 ..MKKLLFLFFA..........................................................LTAFLFGAVNINTAT 25
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logo

L
V
A
E
Q
K
NEFILKAQTLMSQLHINKGVIGEAKKAKLQDSAI LVDEYRKNTQQKEYHNAGKNPSFATKNSTVAIADEDI

L
Q
T
K
K
NVKGIGDEPKAFLITVIFKREKI

N
R
E
K
N
S
D
D
RI
L
T
L
A
I
L
E

NTDB id 1294 VP RS04495 WP 021449594.1 AEEIATMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL. 94
NTDB id 1395 DSB67 RS04445 WP 010649155.1 AQEIATLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 1041 H0N27 RS14740 WP 005124713.1 VNEFQ.QLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL. 136
NTDB id 1069 ABD1 RS03060 WP 043960841.1 VNEFQ.QLKGIGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL. 136
NTDB id 1014 ACIAD RS13855 WP 004924483.1 AKELQ.QLHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI. 128
NTDB id 1242 Cj0011c YP 002343483.1 LKELK.SLNGIGEAKAKAILEYRKE.ANFTSIDDLKKVKGIGDKLFEKIKNDITIE 79
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X non conserved

X similar

X ≥ 50% conserved


