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NTDB id 241 SP RS04015 WP 000882523.1 REEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVI 453
NTDB id 281 KZH43 RS03550 WP 000882517.1 REEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVI 453
NTDB id 245 SPD RS03860 WP 000882517.1 REEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVI 453
NTDB id 243 SPR RS03635 WP 000882517.1 REEDFEKAAYFRDQIAKYKEMQK......KKITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVI 453
NTDB id 85 BSU 00860 NP 387967.1 QSQEFEKAASLRDTEQRLREQVEDTKKSWKEKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVI 511
NTDB id 1013835 ABVR74 RS09375 WP 098396276.1 IKLDIKASRTKEKAVEKIADKIYKFS.....VKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVV 520
NTDB id 610 V4T04 RS10165 WP 012897346.1 IKLDIKASRTKEKAVEKIADKIYKFS.....VKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVV 520
NTDB id 287 SP RS11210 WP 001109712.1 MDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVI 515
NTDB id 290 KZH43 RS10025 WP 001109677.1 MDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVI 515
NTDB id 289 SPD RS10700 WP 001109677.1 MDGKWKQAAQLIAKEE.........E.....VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVI 515
NTDB id 377 SMU RS09275 WP 002262344.1 ITNDYQLAKRLLKKEK.........K.....PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVI 518
NTDB id 297 STER RS00545 WP 011680614.1 ISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVI 521
NTDB id 329 STU RS10020 WP 011225298.1 ISGDIGAAVKQYKANQ.........K.....AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVI 521
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NTDB id 601 KW2 RS02615 WP 021036805.1 GQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGPTGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIGAPP 527
NTDB id 378 SMU RS02690 WP 002263569.1 GQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAPP 534
NTDB id 241 SP RS04015 WP 000882523.1 GQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPP 533
NTDB id 281 KZH43 RS03550 WP 000882517.1 GQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPP 533
NTDB id 245 SPD RS03860 WP 000882517.1 GQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPP 533
NTDB id 243 SPR RS03635 WP 000882517.1 GQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPP 533
NTDB id 85 BSU 00860 NP 387967.1 GQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPP 591
NTDB id 1013835 ABVR74 RS09375 WP 098396276.1 GQEEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPP 600
NTDB id 610 V4T04 RS10165 WP 012897346.1 GQEEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPP 600
NTDB id 287 SP RS11210 WP 001109712.1 GQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPP 595
NTDB id 290 KZH43 RS10025 WP 001109677.1 GQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPP 595
NTDB id 289 SPD RS10700 WP 001109677.1 GQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPP 595
NTDB id 377 SMU RS09275 WP 002262344.1 GQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPP 598
NTDB id 297 STER RS00545 WP 011680614.1 GQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPP 601
NTDB id 329 STU RS10020 WP 011225298.1 GQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPP 601
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consensus !!!!!*!*!*!!!*!! *!!!**!*!!*!!!!!!*****!!*!*!! *!!**!! !*!*****!!!!!*!** ** ***!

logo GFNGVASQAKSNTDRFEIRSTGAHQFNDHQYKQSEDNARMQKETDASKNKSRMIVFMLGEQELGKDRNKVHSAFFYSRPEFLMINRFIDGENKIVI EVFQSKHNASLGESQESKKQEDDEQHNI
M
L
R
T
E
H
Q
L
H
K
D
E
Q
V
IVDSEKLIMS

L
V
D
A
K
E
Q
S
D
P
V
L
T
V
I
N
E
Q
S
A
K
H
Q
A
S
R
I
L
G
K
T
S
A
R
V
D
S
E
Q
K
N
A
D
N
G
L
I
T
D
S
H
R

I
V
L
E
S
D
K
F
L
V
Q
T
Q
A
P
D
A
K
S
V
A
V
L
K
A
E
K
H
L
K
V
I
L

NTDB id 601 KW2 RS02615 WP 021036805.1 GFGAAREG.....RTKSVLGQLGDFFSPEFMNRFDGIIEFSALSKENLLKIVDLMLDEVNEQIGRNDIHLSVTQAAKEKL 680
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NTDB id 1013835 ABVR74 RS09375 WP 098396276.1 AEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKKIKIAQIV............. 816
NTDB id 610 V4T04 RS10165 WP 012897346.1 AEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKKIKIAQIV............. 816
NTDB id 287 SP RS11210 WP 001109712.1 ANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQLKFDIA.............. 810
NTDB id 290 KZH43 RS10025 WP 001109677.1 ANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA.............. 810
NTDB id 289 SPD RS10700 WP 001109677.1 ANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA.............. 810
NTDB id 377 SMU RS09275 WP 002262344.1 ALAGYDAEMGARPLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQKEKLKFDIV.............. 813
NTDB id 297 STER RS00545 WP 011680614.1 AKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV.............. 816
NTDB id 329 STU RS10020 WP 011225298.1 AKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV.............. 816
consensus ** !*****!!!!!!***! *!! *** ** * * * * * * * *

X non conserved

X similar

X ≥ 50% conserved


