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NTDB id 108 BSU 35470 NP 391427.1 FHVE RIBMFIRAVPSMSILIFKAINACFKGV . . HCRI T S\HEE D K H KK \AR] Q12834 pX€ 300 5 D 150 5 I i o 9 29 2 eV VI KU Q T 398
NTDB id 1013592 ABVR75 RS02740 WP 052039239.1 . Q TTILERGVTFRQY VIV 380
NTDB id 615 LCA RS02545 WP 011374200.1 . Q TTILERGVTFRQYVEIV 380
NTDB id 167 SP RS11275 WP 000867616.1 YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDYV] 372
NTDB id 277 KZH43 RS10090 WP 000867601.1 YIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDYV] 372
NTDB id 236 SPD RS10765 WP 000867601.1 YIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDYV 372
NTDB id 202 SPR RS10250 WP 000867601.1 YIEKQRKT YPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDV 372
NTDB id 507 SM12261 RS09240 WP 000867722.1 YIEKQRKT 372
NTDB id 535 SMSK321 RS10515 WP 000867726.1 YIEKQRKT 372
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WERRLIL DT MDA ek,

NTDB id 108 BSU 35470 NP 391427.1 463
NTDB id 1013592 ABVR75 RS02740 WP 052039239.1 445
NTDB id 615 LCA RS02545 WP 011374200.1 445
NTDB id 167 SP RS11275 WP 000867616.1 432
NTDB id 277 KZH43 RS10090 WP 000867601.1 432
NTDB id 236 SPD RS10765 WP 000867601.1 432
NTDB id 202 SPR RS10250 WP 000867601.1 432
NTDB id 507 SM12261 RS09240 WP 000867722.1 FVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLN@SIKKAIKEIQNMNKEAGL 432
NTDB id 535 SMSK321 RS10515 WP 000867726.1 FVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLN@NSIKKAIKEIQNMNKEAGL 432
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