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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1013410 N011 RS02795 WP 024694571.1 RLAVKLKRPGGLVNPDAFDYEAWLLAQRIGATGTVVDGQLLAP..............ARAAWRDAIRQRLLAVDAQGR.E 192
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 1013410 N011 RS02795 WP 024694571.1 .......RL.......GAWGWIQSWTRAQWLIAVGLLPILMMLNLPISISGPLANLVAVPWVSVIVLPLALIGTLLLPVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 .......RL.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1013410 N011 RS02795 WP 024694571.1 LLGESLLWVAGGALEWLFVFLGW.MADQVPAWLPSATPAWVLALSLLGALLVLLPKGVP...IRPLGWPLLLLCVFAPLK 485
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLAL.IAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
consensus **** !*!**** ***!* *!* ** **!***! !*!***! **! ***!*!*!** *! *! *!!*****!*

logo

A
P
R

V
P
E
P
A
P
QGEQRAFVDERMVLVWAQVLFDI

VGQGALSAI
T
VLLVERTARDGHHARTLLFYDTAGPRFQYGEDLFADAIAGDEQRVI

V
F
L
VPASYI

LRGKQHLSGLVEQRAHR I
LDLMTLML

M
V

V
LSHEADASDHAGGTAELTAI

V
H
M
Q

NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 1013410 N011 RS02795 WP 024694571.1 PVPAGQVDVLQLDVGQGLAILLRTRHHTLLYDAGPRFGEF.DIGQRVVLPAIRKSGVRHLDMMLLSHADADHAGGALAVH 564
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1013410 N011 RS02795 WP 024694571.1 SAELGAIRLQLG..TFGSPEAQRAQRRFWRD.................. 738
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLG..AFGGARRMRDEPRFWREK................. 741
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