
logo

MVEWRQFFKGVVTM
VWELVKASGGWI

MMLP I I LCSS IAAALGI I IVERLWTLRAPSR I
VTPPHLLGQVWKQWIKQDEHKKQLDSNDQKLKEQLRAD

NTDB id 1013409 N011 RS02790 WP 080265964.1 MVEWRQFFKGVVTVWELVKSGGWMMLPIILSSIAAAGIIIERLWTLRASRITPPHLLGQVWQWIQEHKLDNDKLKQLRAD 80
NTDB id 1200 PSJM300 12655 AFN78593.1 .............MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRAD 67
consensus **************!!!!! !!!*!!!!!!*!!!! !!!*!!!!!!!*!!*!!!!!!!!!! !! ** ! ! !!! !!!!

logo SPLGE I LAAGLANSKHRGRE IMKEC I EEAAARVI
VHDLERYLNSALGSTIAAGI

MAPLLGLLGTVLGMIDE I FGSASFMNGSSGAMTANAGPLV
NTDB id 1013409 N011 RS02790 WP 080265964.1 SPLGEILAAGLANSKHGREIMKECIEEAAARVIHDLERYLSALGSIAAMAPLLGLLGTVLGMIDIFGSFNSSGATANAGV 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SPLGEILAAGLANSKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGM.ANAPL 146
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!! !!!*!!**!!!!!!!!!!!!!!*!! ! !! *!!!**

logo LAGGI SKAL ICTTAASGL IMVAGIPAI
LFFHRFLLQRSRVDELVVGMEQEQAIKRLVEVVQGDRDVDLGIDEAGKRAVDLKSLAKAGGSKKK

NTDB id 1013409 N011 RS02790 WP 080265964.1 LAGGISKALICTASGLIVAIPAIFFHRFLQSRVDELVVGMEQQAIRLVEVVQGDRDVDLIDARVDLKSLAKAGGSKKK 238
NTDB id 1200 PSJM300 12655 AFN78593.1 LAGGISKALITTAAGLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA.............. 210
consensus !!!!!!!!!!*!! !!*!*!!!*!!!!!! !!!!!!!!!!! !!*!!!!!!!!!!!!! *** **************
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