
logo MKLNLTI
Y
K
TKFLSTAIALFVI

V
F
VLSFI LFY I

V
I
SY I

T
S
TYI SYMVFNDGI FI INGATKR I

V
A
HKNDEKNGSQAFEMI

V
E
V
E
N
I
V
E
S
E
Y
L
SSLYAGQYFTSVGLKRKQGDI I LKINGKEKSNPLSTDKDKH

NTDB id 1013402 ABVJ71 RS14755 WP 353854687.1 MKLTYTKLSALFVFLSFLFVIYISYIYVFDIFNGARVAKNENGQAEVVNVEYLSLAYTSGLKKGDIILKINGESNLTKDH 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPS.DKH 79
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NTDB id 1013402 ABVJ71 RS14755 WP 353854687.1 MINGKLKNVQRIDIKRGNQIISLKNKTL...IGRESLFIYLIPLVLYSICLFCIFFIIRINKETQRKSAFLLVLFLLSIC 157
NTDB id 91 BSU 31690 NP 391047.2 LKWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDIS 159
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NTDB id 1013402 ABVJ71 RS14755 WP 353854687.1 IGYLSAGTSGIGDKFSRYVLLFCLSGVPILYIHFIYQYFKEFDVHITNRKVIRCLYMIPVFNLLIHSGVPVTSDLRRFVP 237
NTDB id 91 BSU 31690 NP 391047.2 IAYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNR..ISFLYIIPIFNLGIEFFQDYLQVDIDFLA 237
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NTDB id 1013402 ABVJ71 RS14755 WP 353854687.1 SVSLMFFFGTVLTALYLIFRGLKKYKETDHGSILKFFAIINILSFCPFIFFFVFPYVFFHKYVIDPFILTSVVLLIPFSL 317
NTDB id 91 BSU 31690 NP 391047.2 TLNLVSFATLTLFSFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGL 317
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NTDB id 1013402 ABVJ71 RS14755 WP 353854687.1 VYQFMTNKLYNMDFLISRLRYYGFLAITPTIFVVVTFYILQKPEDLKYTLKLALIIYALMLAVFYFKEILDFRFRLKRFS 397
NTDB id 91 BSU 31690 NP 391047.2 VYQFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFS 397
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NTDB id 1013402 ABVJ71 RS14755 WP 353854687.1 EKHNYQDSVFKFTQLIREASALNQVLHHLKNTILEVLIVSKAFVLEIKANGQIEEIDESTDDSMLWKDYVDQFQDTLDEV 477
NTDB id 91 BSU 31690 NP 391047.2 EKFNYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDK.HEVGPDWNFYQEEFENVTSEI 476
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NTDB id 1013402 ABVJ71 RS14755 WP 353854687.1 GKIIELDKGFMMKIGERGGHSFVICCLSNLKTPKLTRDEISWLKTLAFYTSVSLENVVKIEELMEHLEDLKQREANPAWL 557
NTDB id 91 BSU 31690 NP 391047.2 GKIIEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWL 556
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NTDB id 1013402 ABVJ71 RS14755 WP 353854687.1 KKIMFAMEEKQRSDLARDLHDSVLQDLISLKRQSEMFLTNFQNDQ..CPISIEDSLISWNEQMSKVIQTTRETCHELRPQ 635
NTDB id 91 BSU 31690 NP 391047.2 KKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQ 636
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NTDB id 1013402 ABVJ71 RS14755 WP 353854687.1 LLYDLGLVKAISKLTSQIQEEAPFHIRLNTTRFDNEMDIDIDSQLNIYRIVQELLSNALKHSKANQVLIMLICIKDQVVL 715
NTDB id 91 BSU 31690 NP 391047.2 LLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASL..DLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVL 714
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NTDB id 1013402 ABVJ71 RS14755 WP 353854687.1 HYEDDGVGFDSSQLDQHTMSMGLSGIRERVKALNGKLHIQTAPDKGLKVKIEMEL 770
NTDB id 91 BSU 31690 NP 391047.2 HYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
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