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NTDB id 1071 ABD1 RS15375 WP 000472269.1 ....................MFKFLNPQYLFQLL....SPCLLCEIGTR...........EKYSLCKECWEQLPWLKQTI 45
NTDB id 594 KW2 RS12255 WP 244878749.1 ................................................................................ 0
NTDB id 278 KZH43 RS10085 WP 000649974.1 ...........MKCLLCGQTMKTVLTFSSLLLLRNDDSCLCSDCDSTFERIGEENCPNCMKTE.LSTKCQDCQLWCKEGV 68
NTDB id 237 SPD RS10760 WP 000649974.1 ...........MKCLLCGQTMKTVLTFSSLLLLRNDDSCLCSDCDSTFERIGEENCPNCMKTE.LSTKCQDCQLWCKEGV 68
NTDB id 203 SPR RS10245 WP 000649974.1 ...........MKCLLCGQTMKTVLTFSSLLLLRNDDSCLCSDCDSTFERIGEENCPNCMKTE.LSTKCQDCQLWCKEGV 68
NTDB id 168 SP RS11270 WP 000649971.1 ...........MKCLLCGQTMKTVLTFSSLLLLRNDDSCLCSDCDSTFERIGEENCPNCMKTE.LSTKCQDCQLWCKEGV 68
NTDB id 536 SMSK321 RS0102865 WP 000649958.1 ...........MKCLLCGQTMKAVLTFSSLLLLRNDVSCLCLDCDSTFERIGEENCPNCMKTA.LSTQCQDCQFWCKEGV 68
NTDB id 508 SM12261 RS09235 WP 000649953.1 ...........MKCLLCGQTMKAVLTFSSLLLLKNDASCLCLDCDSTFERIGEENCPNCMKTD.LSMKCQDCQLWCKEGV 68
NTDB id 1013398 ABVJ71 RS13290 WP 353854436.1 ................................................................................ 0
NTDB id 109 BSU 35450 NP 391425.2 MSNEAGGGIHKLICLLCDSQFSQDVTWRALFLLKPD.EKVCYSCRSKLKKITGHICPLCGRPQSVHAVCRDCEVWRTRIR 79
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NTDB id 1071 ABD1 RS15375 WP 000472269.1 QRNDQSVLVA....CHYAYPINRIIQQFKYEQKLHYQTLLAEV....LQQLKFPKVQAIVPMPISKQRLTERGFNQSLLL 117
NTDB id 594 KW2 RS12255 WP 244878749.1 ....................MKDYFSLYKFMGDYRLHEVFDSYFKNLSK......KIPLVPIPVSPKRLQERGFNQVTAF 54
NTDB id 278 KZH43 RS10085 WP 000649974.1 .......GVSHRAIFTYNQAMKDFFSRYKFDGDFLLRKVFASFLSEELKK...YKEYQFVVIPLSPDRYANRGFNQVEGL 138
NTDB id 237 SPD RS10760 WP 000649974.1 .......GVSHRAIFTYNQAMKDFFSRYKFDGDFLLRKVFASFLSEELKK...YKEYQFVVIPLSPDRYANRGFNQVEGL 138
NTDB id 203 SPR RS10245 WP 000649974.1 .......GVSHRAIFTYNQAMKDFFSRYKFDGDFLLRKVFASFLSEELKK...YKEYQFVVIPLSPDRYANRGFNQVEGL 138
NTDB id 168 SP RS11270 WP 000649971.1 .......EVSHRAIFTYNQAMKDFFSRYKFDGDFLLRKVFASFLSEELKK...YKEYQFVVIPLSPDRYANRGFNQVEGL 138
NTDB id 536 SMSK321 RS0102865 WP 000649958.1 .......EVSHRAIFIYNQAMKDFFSRYKFDGDFLLRKVFASVLSEELKK...YKEYQFVVIPLSPERLLERGFNQVEGL 138
NTDB id 508 SM12261 RS09235 WP 000649953.1 .......EVSHRAIFIYNQAMKDFFSRYKFDGDFLLRKVFASVLSEELKK...YKEYQFVVIPLSPERLLERGFNQVEGL 138
NTDB id 1013398 ABVJ71 RS13290 WP 353854436.1 ....................MKDILARFKFRGDTALAELFKQDVQAAFKRSFSMKDHLLIPIPLSKERLKERGFNQSVVL 60
NTDB id 109 BSU 35450 NP 391425.2 D...SLLLRQNRSVYTYNDMMKETLSRFKFRGDAEIINAFKSDFSSTFSKVYPDKHFVLVPIPLSKEREEERGFNQAHLL 156
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NTDB id 1071 ABD1 RS15375 WP 000472269.1 ANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVALTQENRRYRRVLIIDDVITTGSSIHALSQALKQ.LGCT 196
NTDB id 594 KW2 RS12255 WP 244878749.1 LKD..RT....YLDLLEKEDTVRQSSLNREGRLSTTN.PFKLKEGE.KIPQKIILIDDIYTTGTTFYHAIKTLKK.ANPI 125
NTDB id 278 KZH43 RS10085 WP 000649974.1 VEAAGFE....YLDLLEKREERASSSKNRSERLGTEL.PFFIKSGV.TIPKKILLIDDIYTTGATINRVKKLLEE.AGAK 211
NTDB id 237 SPD RS10760 WP 000649974.1 VEAAGFE....YLDLLEKREERASSSKNRSERLGTEL.PFFIKSGV.TIPKKILLIDDIYTTGATINRVKKLLEE.AGAK 211
NTDB id 203 SPR RS10245 WP 000649974.1 VEAAGFE....YLDLLEKREERASSSKNRSERLGTEL.PFFIKSGV.TIPKKILLIDDIYTTGATINRVKKLLEE.AGAK 211
NTDB id 168 SP RS11270 WP 000649971.1 VEAAGFE....YLDLLEKREERASSSKNRSERLGTEL.PFFIKSGV.TIPKKILLIDDIYTTGATINRVKKLLEE.AGAK 211
NTDB id 536 SMSK321 RS0102865 WP 000649958.1 VEAAGFS....FQELLEKREERASSSKNRSERLGTEL.PFFIKRGV.TIPKKILLIDDIYTTGSTINRVKKLLEE.AGAE 211
NTDB id 508 SM12261 RS09235 WP 000649953.1 VEAAGFA....YLDLLEKREERASSSKSRSERLETEF.PFFIKSGV.TIPKKILLIDDIYTTGTTINRVKKLLEE.AGAE 211
NTDB id 1013398 ABVJ71 RS13290 WP 353854436.1 ASLLGTP....MTQPLVKSHQSKQSKKSKNERLYQTG.LFRLEQPDTIVRRNVILIDDIYTTGATIYDAARILKD.SGAK 134
NTDB id 109 BSU 35450 NP 391425.2 AECLDRP....SHHPLIRLNNEKQSKKKKTERLLSEC.IFDTKN.NSAEGMNIILIDDLYTTGATLHFAARCLLEKGKAA 230
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NTDB id 1071 ABD1 RS15375 WP 000472269.1 SIHASCLAAASSTSY 211
NTDB id 594 KW2 RS12255 WP 244878749.1 EITTFSLCR...... 134
NTDB id 278 KZH43 RS10085 WP 000649974.1 DVKTFSLVR...... 220
NTDB id 237 SPD RS10760 WP 000649974.1 DVKTFSLVR...... 220
NTDB id 203 SPR RS10245 WP 000649974.1 DVKTFSLVR...... 220
NTDB id 168 SP RS11270 WP 000649971.1 DVKTFSLVR...... 220
NTDB id 536 SMSK321 RS0102865 WP 000649958.1 DVKTFSLVR...... 220
NTDB id 508 SM12261 RS09235 WP 000649953.1 DVKTFSLVR...... 220
NTDB id 1013398 ABVJ71 RS13290 WP 353854436.1 SVSSFTFIRS..... 144
NTDB id 109 BSU 35450 NP 391425.2 SVSSFTLIRS..... 240
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