
logo MPFYITKI SATQKKNNSTERFVNI FLDDEKYAFSVDALDVLVKQFDELKKGKELDDELSDI I E IQFYGDELVKKGFKNQRALVDFYLSYRMRSTVKEV
NTDB id 1013382 ABVJ71 RS07615 WP 353856331.1 MPYITKISAQKNNSERVNIFLDEKYAFSVDLDVLVQFDLKKGKELDESDIIEIQFGDLVKKGFKQAVDYLSYRMRSVKEV 80
NTDB id 116 BSU 08520 NP 388733.1 MPFITKISTQKKNTERFNIFLDDKYAFSVDADVLVKFELKKGKELDDLDIIEIQYGDEVKKGFNRALDFLSYRMRSTKEV 80
consensus !!*!!!!! !! !*!! !!!!!*!!!!!!! !!!! !*!!!!!!!!* !!!!!!*!! !!!!! !*!*!!!!!!! !!!

logo

E
TDHYLKTKKEFTPSAPPAVIAI E I

V IHKRLKNDHYKQYLVNDQVEFAAEAYVSTHQKRKTNGHKGPDSVLFKRELKRAQKGIDDEDI
TI EKEQALGSQSFYSFNEDLQLTERE

NTDB id 1013382 ABVJ71 RS07615 WP 353856331.1 TDYLTKKEFPAPAIIEIIHKLKHYQYVNDVEFAEAYVSTQRKTNHKGPSVLKRELKQKGIDEDIIEQALGQYSNELQLEE 160
NTDB id 116 BSU 08520 NP 388733.1 EDHLKKKETSPPVIAEVIHRLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKEALSSFSFEDQTRE 160
consensus !*! !!! **! ! !*!!*! *! !*!! !!! !!!!!**!!!*!!! !! !!!* !!!!*! ! !! *! ! ! !

logo AVKHQVELKLLVKKDEKKNLRSATKELMEKQRAIKQLQLQRKGFSFDEVIDSAQALMDQEQAI EYDYEGNQDEEDEKTEEKEALNRLYHMALEKAFKRKVYRYDGSFYEKSAKMK
NTDB id 1013382 ABVJ71 RS07615 WP 353856331.1 AVKQVLKLVKKEKNRSAKEMEQRIKLQLQRKGFSFEVIDQALQEAYDGQEEEKEEEALNYMLEKAKRKVRYDGSFEKKMK 240
NTDB id 116 BSU 08520 NP 388733.1 AVKHVEKLLKKDKKLSTKELKQRAQLQLQRKGFSFDVISAAMDQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYESAMK 240
consensus !!!*! !!*!!*! ! !!* !! !!!!!!!!!!*!! !* **!* ! !!! * !!! !! !!!!!*! !!

logo VKQFLFYRKGFDSLDLTIDEHQLVLDQEKEGEY
NTDB id 1013382 ABVJ71 RS07615 WP 353856331.1 VKQFLYRKGFDLDTIDHVLDKGE. 263
NTDB id 116 BSU 08520 NP 388733.1 VKQFLFRKGFSLDLIEQLLQEEEY 264
consensus !!!!!*!!!! !! !***! !*
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