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V I EKRDECKCVFFYVENLMKPLHQI IVDERSCRFFGSSYAGRKAGTYEVTGKI SHKPP
NTDB id 1013378 ABVJ71 RS06700 WP 353856194.1 MSGISETPLDSYVINQTTMAILPIEEGKKVYSKVIEREKCFFVELKPLHIIERSCRFFGSSYAGRKAGTYEVTGISHKPP 80
NTDB id 78 BSU 10420 NP 388923.1 MSQKTDAPLESYEVNGATIAVLPEEIDGKICSKIIEKDCVFYVNMKPLQIVDRSCRFFGSSYAGRKAGTYEVTKISHKPP 80
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NTDB id 1013378 ABVJ71 RS06700 WP 353856194.1 IVIDSSNHLYFFPTFSSNRPQCGWISHKYIHTFQESSLGDTIVTFTNEQTVELDVSYKSFESQVHRTAYLRTKFQDRLDG 160
NTDB id 78 BSU 10420 NP 388923.1 IMVDPSNQIFLFPTLSSTRPQCGWISHVHVKEFKATEFDDTEVTFSNGKTMELPISYNSFENQVYRTAWLRTKFQDRIDH 160
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NTDB id 1013378 ABVJ71 RS06700 WP 353856194.1 GLPKKQEFMLYPKEQQLNLVYDFILRELRNRY 192
NTDB id 78 BSU 10420 NP 388923.1 RVPKRQEFMLYPKEERTKMIYDFILRELGERY 192
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