
logo MEGAI EQFLAVGRSGSGKTKTAL I IVENES IKQDEEQLRLRADPFLGHKP I I FLVPDQMTFLMEYELAKTPSDEAMGGMIRAKQVFSFSTRLAWRS IVLQHQTG
NTDB id 1013377 ABVJ71 RS06645 WP 353856184.1 MEIQFLAGRSGSGKTTAIVEEIKEQLRLDPLGHPIIFLVPDQMTFLMEYELAKTSEAGGMIRAKVFSFTRLAWSILQQTG 80
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTG 80
consensus ! !! !!!!!!!! !* ! * !! ! !*!!!!!!!!!!!!!!!!!!!!!** !!!!!! !!!!*!!!! *!!*!!

logo GAMNSRPQFLVTSTGI
VQMLLRKLVI EEHKEQESFKVFYKQKASDKPSGFTVAEQI

VEKRMTLMATEFKRYCLMEMPEDI
V
E
RR I

MAETSGS ITAHSEYRTEGERRVALASE
NTDB id 1013377 ABVJ71 RS06645 WP 353856184.1 GANRQFVTSTGIQMLLRKVIEEHKESFKVFKKASDKPGFVEQIEKTMAEFKRYCMMPEDVERIATSSIHSEYTEERRAAE 160
NTDB id 120 BSU 10620 NP 388943.2 GMSRPFLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSE 160
consensus ! !*!*!!!!*!!!!!!*!!!!! !!!* !!!!!*!! !*!* * !!!!!!* !!!* !*! ! *!!! !! !

logo KLHDLHS I LYKQQI
MEKQHSLAQDGEQYLVHSEDYLTLLAEQHQIPLASEDE I

LKGTAHIY I
VDGFYQFTPQEQFLQRVLVEQLLML

VHATEKHKITAFASFLTAVDKRPS
NTDB id 1013377 ABVJ71 RS06645 WP 353856184.1 KLHDLHILYKQIEQHLQGEYVHSEDYLTLLAQQIPLSEELKTAHIYIDGFYQFTPQQLQVVEQLLLHTKKITAAFTVDRS 240
NTDB id 120 BSU 10620 NP 388943.2 KLHDLSILYQQMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKP 240
consensus !!!!!*!!! !*! *! !*!!!!!!!!!! *!!! !**! !!!!*!!!!!!!!! !*!!!**! *!! ! !**

logo

S
Y
H
Y
D
E
R
T
E
QPHNELDELFRMTGKTYFYQRLHYQKLAKEKCLGNALDI STEYKQEVLESGKNTEKRHI

T
H
K
A
T
H
P
D
ELAHYI

LEASKQYEAQRPAL IQPYAQEKQTEPAHI
LTVMSQRASANKR

NTDB id 1013377 ABVJ71 RS06645 WP 353856184.1 YHDTQPNELDLFRMTGKTYFQLYQLAKKCGADISEQVLEKNKRHIHAHDLAYIESKYEQRPLQPYQEKTPHITVSRSANK 320
NTDB id 120 BSU 10620 NP 388943.2 SYEREPHELELFRMTGKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAANR 320
consensus ** !*!!*!!!!!!!!!* !*! !! * !!* ! !! * *!!**! !! !! !! !! ***!! !!*

logo RAE I
LEGI

VARDE IHLADLVREKDGLYRLYKRDI
V
A
S I ILARHQLPDEDYKDMTLVKEVFARDYDE IPFYF IDGKNAESML

Q
N
YHPL I EFL IRSSLDI

V
I
LKGNWRY

NTDB id 1013377 ABVJ71 RS06645 WP 353856184.1 RAEIEGVARDILDLVREKDLRLRDISIIARHLDDYKDTLKEVFRDYDIPFFIDGNESMQYHPLIELIRSSLDIIKGNWRY 400
NTDB id 120 BSU 10620 NP 388943.2 RAELEGIAREIHALVREKGYRYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWRY 400
consensus !!!*!!*!!*!* !!!!! ! *!* !*!!***!!!! *!!!! !!*!!*!!!! !! !!!!! !!!!!!**!!!!!!

logo EAVFRCVKTEFLLFPLENELAPKANKAVREQAVDQLENYC IAYGI
VKGDERWTKNGDSRFHQYRRFHVSLDDEDFAGQTDQE I EMENQMLNDEATKRDEW

NTDB id 1013377 ABVJ71 RS06645 WP 353856184.1 EAVFRCVKTEFLFPLELAKNKAREQADQLENYCIAYGVKGERWTNGSRFHYRRFHSLDEDFGQTDQEIEMEQMLNEAKEW 480
NTDB id 120 BSU 10620 NP 388943.2 EAVFRCVKTELLFPLNEPKAKVREQVDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDW 480
consensus !!!!!!!!!! !!!! *! ! !!! !!!!!!!!!!!*!!*!!! ! !!*!!!!*!!!*!!*!!!!!!!!!*!!!* **!

logo IVPPLFQLQKRLMKKAKQKTVQREKAVEAI
LYLRFYLEETVDQVPELKLDEKQAERLQERAEDKADGR I

L
A
I EAMQQHGQQAVWDAVIQLLMENEFVEML

MGDDEE I
L

NTDB id 1013377 ABVJ71 RS06645 WP 353856184.1 IVPPLFQLQKRLKKAQKVREKVEAIYLFLEEVQVPEKLEKARLEAEKAGRLAEAMQHGQVWDAVIQLMNEFVEMLGDEEL 560
NTDB id 120 BSU 10620 NP 388943.2 IVPPLFQLQKRMKKAKTVQEKAEALYRYLEETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDEI 560
consensus !!!!!!!!!!!*!!! ! !! !!*! *!!! !! !!* ! !! !!* !! !! ! !!!!!!!* !!!!!*!!*!*



logo SLDPLFQQMI
M
D
E
A
TGALAESLKTFASL IPPASLDQVF IVGNSMDLSRMYGQTVKSCTF IV I

LGAVNDGVI
LPARPDSDEENGSVLSDEDDREWLKRTAIGAVELAS

NTDB id 1013377 ABVJ71 RS06645 WP 353856184.1 SLPLFQQMMDTGLASLKFALIPPSLDQVFIGSMDLSRMYQVKCTFIIGVNDGVIPARPSDESVLSEDDREWLKRAGAELA 640
NTDB id 120 BSU 10620 NP 388943.2 SLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELS 640
consensus !!*!!!!!** ! !! ! !!!! !!!!!*! !!!!!!! !!!**! !!!!*!!!! * !!!*!!!!!!! ! !!

logo

D
S
G
TGKRERLLDEHQFL IYMQAFLSSPSDHRYLFYLVSYP I

VADAEGKRSTLLPSMTFI IVKRYCLEQELFMPHNHKQENARLLYTVLNDEPEQLVESDEEQDEQLKMF
YVVNEKPS

NTDB id 1013377 ABVJ71 RS06645 WP 353856184.1 DTGKERLLDEQFLIYQALSSPSHYLFLSYPVADAEGRSLLPSTFIKYCQELMPNHQNALYVLDPEQLEEQDQLKFVVNEP 720
NTDB id 120 BSU 10620 NP 388943.2 SGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLLPSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKS 720
consensus !*!!!!!!*!!!! ! !!!!* !**!!!*!!!!!**!!!! *! * !! !*! ! *!!!* * *!! *!!! *

logo VALQSFYTAVSQLQRLQWLTNREHYDP I SDVWWSTVYNVYLMS
T
E
S
P
Q
D
SRDL IQSKKNI

L
F
I SSLFFRTNERAVKPQLETERNSVSTKREQLYGDEHR IQGSVSRMEKTFNA

NTDB id 1013377 ABVJ71 RS06645 WP 353856184.1 VALSYTVSQLQQWLNHYPISDVWWSVYNYLMTSPSRDISKNIISSLFFTNRAKPLTENVTKELYGDHIQGSVSRMEKFNA 800
NTDB id 120 BSU 10620 NP 388943.2 VAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSSLFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNA 800
consensus !! !*! !!! ! *!*!!!!!!! !! !!* * ! !! * !!!!! ! !*! !** !!!**!!!!!!!!! !!!

logo CAPFSHFASHGLHKLKERQFFYKLEAPDIGQLFHSASLKHL I SDRTL IREQKKLDWKRDNLTKEDQCEVLTFYSKYDYAI
VEQRLAPKRLQKQE I LLSSN

NTDB id 1013377 ABVJ71 RS06645 WP 353856184.1 CAFSHFASHGLKLKERQFYKLEAPDIGQLFHSALKHISDTLIEQKKDWKNLTKEDCVTYSKYAIEQLAPRLQQEILLSSN 880
NTDB id 120 BSU 10620 NP 388943.2 CPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRDLTKEQCELFSYDAVERLAPKLQKEILLSSN 880
consensus !*!!!!!!!!!*!!!!!!*!!!!!!!!!!!!! !!*!!! ! !!! !!* !!!! ! *! !*! !!!*!! !!!!!!!

logo RHAYYI
VKEKLQKI LV I

TRVSGS I LSEHAKAVSAGFSVP I
VGLELGFGGKQGPLPP I

LTFQLKNGCTMELVGR IDRVDKAEGSSKGLLLR IV
NTDB id 1013377 ABVJ71 RS06645 WP 353856184.1 RHAYIKEKLQKILIRVSSILSEHAKVSAFSPVGLELGFGGQGPLPPITFQLKNGCTMELVGRIDRVDKAEGSKGLLLRIV 960
NTDB id 120 BSU 10620 NP 388943.2 RHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGCTMELVGRIDRVDKAESSKGLLLRIV 960
consensus !! !*!!!!!!!* !!! !!!!!!! !*! !*!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!

logo DYKSSDKRGLDLAEVYYGLALQMLTYLDLSTITHYSAKDEWLGMERATPAGI
VLYFHIHDPLMIQASNP I

LPLAGELDE I EQE I FKKFKMKGFL
NTDB id 1013377 ABVJ71 RS06645 WP 353856184.1 DYKSSDRGLDLAEVYYGLALQMLTYLDLTITYSKEWLGMEATPAGILYFHIHDPLIQAPIPLAEDEIEQEIFKKFKMKGF 1040
NTDB id 120 BSU 10620 NP 388943.2 DYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNLPLGLDEIEQEIFKKFKMKGL 1040
consensus !!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!*! *!!!! !!!!!*!!!!!!!!*!! **!!* !!!!!!!!!!!!!!!

logo LLEGDNQVEAVVKRLMDQTTLEQETGKRSNQI
V INQAGLKKDGSFLRSDSAAVLVGSEDKEQFDQI

LLTKHVRRTFEQEAGEQR ITDNGERVDS I ENPYKLMKDNKQTP
NTDB id 1013377 ABVJ71 RS06645 WP 353856184.1 LLENVEAVKLMDQTLETGKSQVIQAGLKKDGSFRSDSAVLSEDQFQILTKHVRRTFEEAGERITNGEVDINPYKLKDQTP 1120
NTDB id 120 BSU 10620 NP 388943.2 LLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYKMKNKTP 1120
consensus !! ! !*!!! !! !*!**!*!!!!!!!! !!!!! * ! ! *!!!!!!!!! !!!! !! ! ! ! !!!*! !!



logo CRTFYCASFKS IVCQFDES ILEDENEFYRPVLKTASEKDEKTVI
MLERWIKKEAGDGQNYAEHNSKTE

NTDB id 1013377 ABVJ71 RS06645 WP 353856184.1 CRFCSFKSICQFDESIEDNEFRVLTSEKDEVMLERIKKEGDQYANSKTE 1169
NTDB id 120 BSU 10620 NP 388943.2 CTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS... 1166
consensus ! *! !!!*!!!!!!*!*!!*!*! !!! *!! !!!!*! *!***

X non conserved

X similar

X ≥ 50% conserved


