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NTDB id 1250 GCO85 RS13065 WP 027219989.1 MNNLQPLLALNRMKRI.GPRTVLKLQKRWPDLNLMFQLS....SVDLEEAGLPSWLAQTIKNFDPDFIKTDLNWLSSSEN 75
NTDB id 1013363 ABVJ71 RS04315 WP 353855768.1 MYNVSERMIFHRLKGLISPSLLTKWWKVDPELYINEEKHHFMQDRSLQT.IDFTRLKQAEENEFPIFQRIVQAYL..KQN 77
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLTSPVLQ...TVTRDQ.IKAAALKNEIEQFYPKLPRVLAAYR..EQG 74
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 HHILTWDSPYYPALLKEIADPPFILYAKGELSALTQ.PSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLALGIDA 154
NTDB id 1013363 ABVJ71 RS04315 WP 353855768.1 IHMIPITSSLYPDTLKNIYDPPPVLFLKGNVSYLNEEKSLGVVGTRLPSSYGKECVKKFVGELVKEDWMIVSGLAKGIDG 157
NTDB id 114 BSU 16110 NP 389493.1 INTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKGWVIVSGLASGIDG 154
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 HAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIEAAIKS 234
NTDB id 1013363 ABVJ71 RS04315 WP 353855768.1 LAHKECIGQQGKTIGVVAGGFQHLYPKEHVKMAHYMGEHHLLLSEHPPYIKPEKWHFPMRNRLISALTKGTIVIQCKEKS 237
NTDB id 114 BSU 16110 NP 389493.1 MSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIVVQGKEKS 234
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NTDB id 114 BSU 16110 NP 389493.1 GSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF................. 297
consensus !!!!!!**!!!!***!*!**!!***! * !* *!*!!!!!** ! !***!* *!*!**

logo

FETTTIDQI IDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER
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