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NTDB id 1013354 ABVJ71 RS01305 WP 353855249.1 MYGIEYLGQDLLEEACRMRASDVHIVPREKEASVSFRVDSDLIQKRIIDKKSGERLIAHFKFLSSMDIGEKRRPQNGSLA 80
NTDB id 96 BSU 24730 NP 390353.1 MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLISHFKFLSAMDIGERRKPQNGSLT 80
consensus ! !! * !*!!!* *!!!*!!!!!!**! **!!!!* !* !! * ! * !!! !!!!!! !!!!!*!*!!!!!!
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NTDB id 1013354 ABVJ71 RS01305 WP 353855249.1 VMLRTGQVFVRMSTLPTVYDESLVIRLLPQEHVPETKYLSLFPKASARLLSFLNHSHGLILFTGPTNSGKTTTLYSLIQF 160
NTDB id 96 BSU 24730 NP 390353.1 LKLKEGNVHLRMSTLPTINEESLVIRVMPQYNIPSIDKLSLFPKTGATLLSFLKHSHGMLIFTGPTGSGKTTTLYSLVQY 160
consensus * !* !*!**!!!!!!!* *!!!!!!**!! **! !!!!!! ! !!!!! !!!!***!!!!! !!!!!!!!!!*!*

logo AKKHFNRNI IVTLEDPVETRDNEDEVLQVQVNEKAGI
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NTDB id 1013354 ABVJ71 RS01305 WP 353855249.1 AKKHFNRNIITLEDPVETRNEEVLQVQVNEKAGITYAAGLRAILRHDPDMIVLGEIRDAETAQTAIRAAMTGHLVMSTLH 240
NTDB id 96 BSU 24730 NP 390353.1 AKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIAVRAAMTGHLVLTSLH 240
consensus !!!!!!!!!*!!!!!!!!! !*!!!!!!!!!!!*!! !!!*!!!!!!!!!!*!!!!!!!!!! !*!!!!!!!!!***!!
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NTDB id 1013354 ABVJ71 RS01305 WP 353855249.1 AKNAKGALYRMLEFGVTLNEIEQTMVAIAAQRLIDITCPFCGETCQ.LYCKLNRTARRTNVFELLYGKELSECIKEAKGE 319
NTDB id 96 BSU 24730 NP 390353.1 TRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNLQQCIQEAKGN 320
consensus * !!!!*!!*!!!!* *!!!!!!**!!!!!!!*!* !!!! ! **!!* ! !! !*!!!!!! ! !! !!!!

logo HAHNAYQSYEQTLQRQRI
L IRKGI

VALGYLSTKTNNTYDHRWVYEHEKSDTL
NTDB id 1013354 ABVJ71 RS01305 WP 353855249.1 HAHASYETLQRLIRKGVALGYLSKNTYHRWVYEESTL 356
NTDB id 96 BSU 24730 NP 390353.1 HANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD. 356
consensus !!* ! !! *!!!!*!!!!!* ! !*!!!!*! *
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