
logo MQEQHNPDQLMKLDEDEEPFYLKGTVNQATVI FYHNDESTNLYSTVLKVKVI
TETSEADI

LEDEKATAVSVTGYFPALHQEENETYTFYGKI
V
T
V
S
THPKFGEL

NTDB id 1013351 ABVJ71 RS00470 WP 353855109.1 MQENPDQMKLDDEPFLKGTVQAVIFHNESNLYSVLKVKVIETSEDLEEKTASVTGYFPALHENETYTFYGKVTSHPKFGE 80
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus !! *!!!*!!**!!*!!!!!* !!*!!**!!!*!!!!!! !!!! *!*! !!!!!!!!!*! !!!!!!!!* *!!!!!

logo QFQAETHFEKKE I
VPTTKEQGI IHQYLSSDLFEGIGKKTAEDE IVGKKQLGDNQSATI

L
H
NKI LMARDAPASVLYDEVPRLSKKKADKTLAAGALQQRHQG

NTDB id 1013351 ABVJ71 RS00470 WP 353855109.1 QFQATHFEKEVPTTKQGIIHYLSSDLFEGIGKKTAEDIVGQLGNQTLHKIMRDPAVLYEVPRLSKKKADKLAAALQQHQG 160
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !!!! !! !!*!!!! !!!*!!!!!!!!!!!!!!!!*!! !! **!!* !* !!!*!!!!!!!!!! !!*!!! !!!

logo LEQIMIHSLNQFYGFGPQLSMKIYQAVYEGSETLEQKIKQENPYQLVKDVEGIGFGIKADELGASRMTGI
LSGNDHPAER I

V
K
RAAI

LLYTLVETAT
NTDB id 1013351 ABVJ71 RS00470 WP 353855109.1 LEQIMIHLNQYGFGPQLSMKIYQVYEGETLQKIKENPYQLVKDVEGIGFIKADELGARTGISGNDPARIRAALLYTVETA 240
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !!!!!!*!!!*!!!!!!!!!!!! !! !!! !! !!!!!!!!!!!!!!! !!!!!! ! !*!!!*! !**!!*!!!*!!

logo CLKSDEGHTYI EQTEKDQL I IVDETQRKSLLNQSTAGNREDGNQKRI
VTEMDAVANAQI ILALGEGNKDI

M
I
V I EDDGRCYFHPSLFYAEQNSVAKR I

V
K
Q
H
KIAVSQT

NTDB id 1013351 ABVJ71 RS00470 WP 353855109.1 CLKDGHTYIQTKDLIVETRKLLNQTGN.DNKVTEMDVANQILALGEGKDMIIEDDRCYHPSLFYAEQSVAKRIQKIVSQT 319
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus !! *!!!!! ! !!**! !!!!** * ***!!!! !! !*!!!! !!**!!! !!!*!!!!!!!! !!!!* *! !!!

logo EYAEDNQFPESEFLLALGELEERLMDGVQYAPSTQKEAIQKALMSSPMLLLTGGPGTGKTTVIKRGIVELYGSDELHGVSLDPSADYKKD
NTDB id 1013351 ABVJ71 RS00470 WP 353855109.1 EYADQFPESEFLLALGELEERLGVQYAPTQKEAIQKALMSPMLLLTGGPGTGKTTVIKGIVELYSDLHGVSLDPSDYKKD 399
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
consensus !! !!!!!!!!!!!!!!!!!* !!!!!*!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!! *!!!!!!!!! !!!!

logo EASFPFIVLAAPTGRAAKRMS
TESTGLPAVTIHRLLGWNGASEGFSTHDTEDQP I EGKLLVI IDEASSMLDIWLANHLFKAIPDHQIQI

V

NTDB id 1013351 ABVJ71 RS00470 WP 353855109.1 ESFPFVLAAPTGRAAKRMTESTGLPAVTIHRLLGWNGSEGFSHDEDQPIEGKLVIIDESSMLDIWLANHLFKAIPDQIQV 479
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
consensus ! !! !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!! !!!*! !!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!*!!*

logo I IMVGDEDHQLPSVGPGQVLRDLLASNQVI
VPATVRTLTDIYRQADEGSSTIVELAHDQMKNGLVLPKNNI

L
A
TAPRSTKDRSF IQRCGTAGDSQI

LKEV
NTDB id 1013351 ABVJ71 RS00470 WP 353855109.1 IMVGDEHQLPSVGPGQVLRDLLASNVVPAVTLTDIYRQADGSTIVELAHDMKNGVLPKNIAARSKDRSFIQCTADQLKEV 559
NTDB id 355 BSU 27480 NP 390625.1 IIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV 560
consensus !*!!!!*!!!!!!!!!!!!!!!!!*!*! ! !!!!!!!!*!!*!!!!!! !!!!*!! !* !**!!!!!! ! * !*!!!



logo

I
VEKVVALNAALKQKGYTAKDIQVLAPMYKRGKAGINELNKVMLQDHI LNPKPKEPKGRRE I

L
K
SFGDVVYRTGDKI

VLQLVNQPENNI
VFNGD

NTDB id 1013351 ABVJ71 RS00470 WP 353855109.1 IEKVVLNAAQKGYTAKDIQVLAPMYKGKAGINELNKMLQHILNPKKPKGREISFGDVVYRTGDKVLQLVNQPENNIFNGD 639
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGD 640
consensus *!!!! !! !!!!!!!!!!!!!!!*!!!!!!!!! !!!*!!!!*!*! !!* !!!!!!!!!!!*!!!!!!!!!!*!!!!

logo IGE ITVS I FYAEKENTEKEDMAVVI
VSFDGNE I

MTFTKKDFHNQFTHAYCCS IHKSQGSEFP IVVLPVVKRGSYYRMLRRNLLYTAIT
NTDB id 1013351 ABVJ71 RS00470 WP 353855109.1 IGEIVSIFYEKENTEKEDMVVISFDGNEITFTKKDFHQFTHAYCCSIHKSQGSEFPIVVLPVVRSYYRMLRRNLLYTAIT 719
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
consensus !!!! !!!! !!!!!!!!! !*!!!!!!*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!!!!!!!!

logo RASKKFYL I LCGEEESALEWGVKNNDEADSTLVRQTSLKTMNRLSVNVQTEVEKEVMDAELEALQKELPFSVHDANIGMEGITPFDFMHKDEEQQ
NTDB id 1013351 ABVJ71 RS00470 WP 353855109.1 RSKKYLILCGEESALEWGVKNNEDSLRQTSLTMRLVNTEKVMDAELEALQKELPFSVHDANIGMEGITPFDFMHD... 794
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus ! !!*!!!!!!! !!!!!!!!!* **!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*****

X non conserved

X similar

X ≥ 50% conserved


