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NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1013088 ABV298 RS10615 WP 353722094.1 .MAGSVNKVILIGNLGSDPEVRYLESGSAVAKFNIATTETYTNK.NGERVDNTEWHRIELWEGLAKVAEKYLKKGNQVYI 78
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGM...NVPAQ....QGSWGQPQQPAKQHQ... 149
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGG. 152
NTDB id 1013088 ABV298 RS10615 WP 353722094.1 EGRIRTDTWTDKEGQQRTGVTIRA....SSMTLLGGPSSNSGGDYNQGG...N.........QGGYQQSGNAPRGNNAPR 142
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQS.........QEAYQRPAQQSRQPAPDA 143
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQS.........QEAYQRPAQQSRQPASDA 143
consensus !!***********!**!** **** * *!*** **** * * ! * !**** **** ** *

logo

PSHPNPQAMEQTAQRPPSAQAPAQRQRDKYQSPAQVAPQPSYAEMNAEPAAPGMPVDMNEGNDDFIDDDLIPF
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ....PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ....NATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1013088 ABV298 RS10615 WP 353722094.1 PS...........DPVPPSMAAGNGDDDDLPF 163
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQPV.PAAAPVEDIDDDIPF 174
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