LA L
NTDB id 1013055 ABQ274 RS07035 WP 353726818.1 KTNFDDITKKYGA S A
NTDB id 600 KW2 RS01765 WP 011675413.1 KTNFDDITKKYGA S
NTDB id 269 KZH43 RS08665 WP 001085462.1 . PKKLEEISKKFGA IMRLG S
NTDB id 228 SPD RS09265 WP 001085462.1 . PKKLEEISKKFGA IMRLG S
NTDB id 194 SPR RS08825 WP 001085462.1 . PKKLEEISKKFGA IMRLG S
NTDB id 159 SP RS09750 WP 001085462.1 . PKKLEEISKKFGA IMRLG S
NTDB id 499 SM12261 RS08315 WP 078228268.1 . IMRLG S
NTDB id 527 SMSK321 RS11065 WP 001085454.1 . IMRLG S
NTDB id 408 SMU RS09530 WP 002262392.1 . MRLG S
NTDB id 453 Spy49 1753c ACI62003.1 . B MRLG S
NTDB id 625 LCA RS02525 WP 011374196.1 IMR G S
NTDB id 115 BSU 16940 NP 389576.2 IM LG P|
NTDB id 1313 DR RS12030 WP 010888966.1 S
NTDB id 1245 Cj1673c YP 002345041.1
NTDB id 1214 NCTC11637 00359 SQJ03206.1 S
NTDB id 1211 C694 RS00795 WP 000963128.1 S
NTDB id 1334 RAOC RS04870 WP 004918236.1 P|
NTDB id 1389 A4U84 RS07560 WP 021112712.1 S
NTDB id 1130 NGFG RS03960 WP 003688695.1 S
NTDB id 1124 NGFG RS03960 WP 003688695.1 SIKALEVNALYANT EKSIF GKGIYI M S
NTDB id 1123 0K783 RS03845 WP 003688695.1 S
NTDB id 1427 RS RS02760 WP 011000510.1 S
NTDB id 1165 A1552VC RS01565 WP 000344154.1 (NKALEWAALMNTEKINFGKG IMRLG S
NTDB id 1142 GTF74 RS11550 WP 000344154.1 NKALEWIALIMNTEKINFGKG IMRLG S
NTDB id 1022 ACIAD RS06390 WP 004925639.1 MRLG S
NTDB id 1074 ABD1 RS10195 WP 000344167.1 MRLG S
NTDB id 1205 PSJM300 05545 AFN77183.1 S

consensus

* * * kb kD kkx




logo

Y
|

a1 s R G o

EIYGPESSGKTT DELL 154
EIYGPESSGKTT DELL 154
EIYGPESSGKTT AN QxRGCINAFIDAEHALDPYAINNLGVN DELL SQPD GEQ 153
EIYGPESSGKTT ANQKRGGINAF IDAEHALDPRAYAINALGVN DELL SQPD GEQ 153
EIYGPESSGKTT ANNQxRGCINAFIDAEHALDPIAYAINALGVN DELL SQPD GEQ 153
EIYGPESSGKTT ANQKRGGINAFIDAEHALDPIAY AINALGVN DELL SQPD GEQ 153
EIYGPESSGKTT ANNQKHGGINAF IDAEHALDPIAY AINALGVN DELL SQPD GEQ 153
EIYGPESSGKTT ANQKRGGINAF IDAEHALDPIAY AINALGVN DELL SQPD GEQ 153
EIYGPESSGKTT ANQKNGGINAFIDAEHALDPIAYAINALGVN DELL SQPD GEQ 153
EIYGPESSGKTT ANNQKRGCINAFIDAEHALDPIAYAINALGVN DELL QPD GEQ 153
EIYGPESSGKTT ApNIQKNcoA IDAEA DPISYAWALGVN D LL SQPD GEQ 140
E YGPESSGKTT ARAYQFNGGMNAF IDAEHALDPYY AMMLGVN ELL SQPD GEQ 138
BEIYGPESEGKTT ANAQKINGGIREAF IDAEHALDPYY ARINLGVNDELL SQPDJGEQ 152
EIYGPESSGKTT APMQKINGGI8AF IDAEHALDRYY ALSYLGVNID L SQPDIJGEQ 139
EIYGPESSGKTT AIIYQKINGGILEAF IDAEHALDYgSIY AISILGV W [JLL SQPD GEQ 141
EIYGPESSGKTT AI® O KRIGGULSAF IDAEHALDIAY ASILGYV By WLL SQPD GEQ 141
EIYGPESSGKTT APRIAQKNGGINNAF IDAEHAGDIY AIMLG N EL  SQPDIJGEQ 148
EIYGPESSGKTT AMAQKOFY¥eAF IDAEHALDPYY AL GVNEDELL SQPDRYGEQ 156

I

NTDB id 1013055 ABQ274 RS07035 WP 353726818.1
NTDB id 600 KW2 RS01765 WP 011675413.1
NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1
NTDB id 194 SPR RS08825 WP 001085462.1
NTDB id 159 SP RS09750 WP 001085462.1

NTDB id 499 SM12261 RS08315 WP 078228268.1
NTDB id 527 SMSK321 RS11065 WP 001085454.1
NTDB id 408 SMU RS09530 WP 002262392.1
NTDB id 453 Spy49 1753c ACI62003.1

NTDB id 625 LCA RS02525 WP 011374196.1
NTDB id 115 BSU 16940 NP 389576.2

NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

NTDB id 1214 NCTC11637 00359 SQJ03206.1
NTDB id 1211 C694 RS00795 WP 000963128.1
NTDB id 1334 RAOC RS04870 WP 004918236.1
NTDB id 1389 A4U84 RS07560 WP 021112712.1

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT UGAF DAEHARDPUYARISLGV]Y ELM SQPD GEQ 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VEAF DAEHARDPWMUYAIBNLGVIY ELM SQPD GEQ 140
NTDB id 1123 O0K783 RS03845 WP 003688695.1 EI GPESSGKTT UEGAF DAEHAIJDPNYABRISLGV]Y ELM SQPD GEQ 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INMAFIDAEHALDIENY ASLGV)Y [§ LL SQPD GEQ 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
NTDB id 1205 PSJM300 05545 AFN77183.1
consensus

EI GPESSGKTT IGNSAF TDAEHALDPYYAJSMLGVN DELL SQPD GEQ 139
EI GPESSGKTT YNSAFIDAEHALDPYYAJQMLGVN DELL SQPD GEQ 139
EIYGPESSGKTT INGAFIDAEHALDPNYAJASLGV DNLL SQPDBIGEQ 139

NLL SQPDRNGEQ 139

EIYGPESSGKTT (S8AFIDAEHALDPNYARMMLGV D
EIYGPESSGKTT SQPD GEQ 139
ATk DLTTRDD % T okl 1 ko Lk DUTRlohe TT Thkkak Lokr b DUk D bRl % ok Dxks |k

el H H H H H



AR 50, Do e Sl ALY F T

NTDB id 1013055 ABQ274 RS07035 WP 353726818.1 | AREMEANVNRANCNNRBICHE T eIk S\ AN ay.y ) . 233
NTDB id 600 KW2 RS01765 WP 011675413.1 VV DSVAALVPKAEI G MGDSEVGLQAR . 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 VVVDSVAALVP AEI GDMGDSHVGLQAR . 232
NTDB id 228 SPD RS09265 WP 001085462.1 VVVDSVAALVP AEI GDMGDSHVGLQAR . 232
NTDB id 194 SPR RS08825 WP 001085462.1 VVVDSVAALVP AEI GDMGDSHVGLQAR . 232

NTDB id 159 SP RS09750 WP 001085462.1 VVVDSVAALVP AEI GDMGDSHVGLQAR . 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALVP AEI GDEGDSHVGLQAR . 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALVP AEI GDEMGDSHVGLQAR . 232

NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALVP
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALVP
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALVP
NTDB id 115 BSU 16940 NP 389576.2
NTDB id 1313 DR RS12030 WP 010888966.1
NTDB id 1245 Cj1673c YP 002345041.1

GDHMGDSHVGLQAR . 232
GDMGDSHVGLQAR . 232
G MGD HVGLQAR . 219
GDMGDSHVGLQAR . 217
GDMGDSIHIGLQAR . 231
GDMGD[NHVGLQAR 219

NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 221
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLEIAR . 227

NTDB id 1389 A4U84 RS07560 WP 021112712.1
NTDB id 1130 NGFG RS03960 WP 003688695.1
NTDB id 1124 NGFG RS03960 WP 003688695.1
NTDB id 1123 0K783 RS03845 WP 003688695.1

VDSVAALINPKAEI GDMGDSH GLQAR . 235
VVVDSVAALVPKAEI GDMGDSHVGLQAR . 219
VVVDSVAALVPKAEI GDMGDSHVGLQAR . 219

VVVDSVAALVPKAEI GDMGDSHVGLQAR . 219

NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALVPKAEI MGD [WEGLQAR 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALWPKAETI MGDSH GLQAR 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALWPKAET MGDSH GLQAR 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALWPKAET MGDSH GLQAR 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALIPKAEI MGDSH GLQAR 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVPKAETI MGD HVGLQAR 218

consensus

* %

KT Lkor ekl |



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1013055 ABQ274 RSO07035 WP 353726818.1
KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1

LCA RS02525 WP 011374196.1
BSU 16940 NP 389576.2

600
269
228
194
159
499
527
408
453
625
115
1313
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

SVRLDYR 121k fEe RELN K KNKV/{F ketpin

RGSTKIEEGS.
IGSTKIEEGS.
HGNTQIKGTG.
GNTQIKGTG .
HGNTQIKGTG.
GNTQIKGTG .
GSTQIKGTG.
IGSTQIKGTG.
GNTQIKGTG .
HGTTQIKGTG.

=eli=c =~ === v ]~ v i=c === v = v v = = - - -]

kbl ek | %

eeegpggHHe

.L.KQNEQH

.KDG
.KKG
.KKG
.KKG
.KKG
.KEG
.KEG
.KEG
.KEG
.KEG

SLSDTGKIKDKSGEV
CGV..
TGS....
TGS. ...

EI
EV
EV

PPN

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AEPF
KVVKNK AMPF

KVVKNK APPF
KVVKNK APPF
KVVKNKVAPPF

e

e

IM GEGIS WGEL
IM GEGISEMGEL
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IfHYGEGIS
IMYGEGIS
IMYG GIS
IMYGEGIS

IM GEGIS
IM GEGIS
IMYGEG S
IMYGEGIS

UUUUUUUUUHUESEQUU?:NX:X!X‘?I!XXZZ

sokoe bkl ox * %k

AvRD s Kf{ A X&YQ

SDLIESIKINACTANEN(K
SDLDERIKIMACTLANENK
SDLDESIKINA CTANEN(K
RINED I TIMKEIGAWY SYiS
SDLPERIKIMACEANENK
SDLDESIKINACTANENK
SDLGERIQIMA[CTANENN

EANGFpiKISS[€FATND
WD I INKMIGAWY S Y1
\AYD I INKRIGAWY S YR
WD I INKNIGAWY S Y1

312
312
311
311
311
311
311
311
311
311
294
292
307
294
296
296
307
310
294
294
294
302
293
293
293
293
293



logo

cEBe ce NEEVLLD

. .AKAT.KDKKEEKVVETEEIELE 384
LDDSEVAETEEE. . ... TTAS. .KTKA.KAKKEEKAVETEEIELE 384
IDGEEVSEQDTE. .. .. NKKBI. .EPKK.EEA. ... .. VNEEVPLD 377
IDGEEVSEQDTE. .. .. NKKB. .EPKK.EEA...... VNEEVPLD 377
IDGEEVSEQDTE. .. .. NKKB. .EPKK.EEA. ... .. VNEEVPLD 377
NTDB id 159 SP RS09750 WP 001085462.1 IDGEEVSEQDTE. .. .. NKKB. .EPKK.EEA...... VNEEVPLD 377
NTDB id 499 SM12261 RS08315 WP 078228268.1 IDGEEIAES......... KKB . .EAAQ.VDS...... VNEEVTLD 373
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IDGEEAAES......... KKB. .EVAQ.VDS...... VNEEVTLD 373
NTDB id 408 SMU RS09530 WP 002262392.1 IEEDNTEEKQSS..... KEK..... ET.DEK...... ADKNLVLE 374
NTDB id 453 Spy49 1753c ACI62003.1 LEESEEESAMAV..... ASE. . ... E............ TDDLALD 369

NTDB id 1013055 ABQ274 RS07035 WP 353726818.1
NTDB id 600 KW2 RS01765 WP 011675413.1

NTDB id 269 KZH43 RS08665 WP 001085462.1
NTDB id 228 SPD RS09265 WP 001085462.1

NTDB id 194 SPR RS08825 WP 001085462.1

NTDB id 625 LCA RS02525 WP 011374196.1 SDVPEEDLPTTE. . ... DE.Q..INILPDDSTEE........... 355
NTDB id 115 BSU 16940 NP 389576.2 DNNGVVQQQAEE. .. .. TQEE. .LEFE.E................ 348
NTDB id 1313 DR RS12030 WP 010888966.1 MAATIRAGNAGEAPALAPAPAAPEAAEA. ... ... ... ... . o .. 363
NTDB id 1245 Cj1673c YP 002345041.1  DKjSEERICRE\ISE A BRKIAN| IR ADIMITK AMQNSMEWEGMTI . . . . . SGSEDD. .EGEE. . ...................... 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1  DK)GEERERB\WVNGA LIRKINDKABADISITLK@EESI@SNEET . . . .. MPLPDE. .PLEBME. ... .................. 347
NTDB id 1211 C694 RS00795 WP 000963128.1 = DKjSEERICGRE\VNEALIRKISDK ABAINITLKERESTI[ESNEET . . . . . MPLPDE. .PLE@ME. ... ....... ... ... ..... 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 = DT)EEENERBT VEELEKBNZNNABRMEAKIAEKLQAK . . .. . e i e e i 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 KEEQEBINTLHESNPNS. . . .. VLKATASDSNDESDVEEFSEEE. ......... L... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1  GARQECaIe O VIR VIRRK|SANIFHNSINED A KINHA L NEMEMHT . . . . . TEGTQDETDGER. ... .. PEE............... 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 GA)QNEINICHEIN VIRV ERNK)H NS pINA KINHA L NEMEMHT . . . . . TEGTQDETDGER. ... .. PEE............... 348
NTDB id 1123 0K783 RS03845 WP 003688695.1 GARQNERICHORNN| VIR VISRKIAN|IHNSINEDAKINHALNEMEMHT . . . . . TEGTQDETDGER. ... .. PEE............... 348
NTDB id 1427 RS RS02760 WP 011000510.1  GERMCRERICRERARINN AISNEARZNSEN KMAEHLEMTPMG . . . . . AVTLA.EEVEEB. . . ... ... 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 = GDi@NeRIeEANVNCKSRKIANISRIAK TRBKKIMAEMLLNPENM. . . . . QLIAETSSAADBVEFGAVPEEF.............. 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 = GDNQNER[EIGANVNC KISRKIANIDRIAK TEBIK KAEMLLNPENM. . . .. QLIAETSSAADBVEFGAVPEEF.............. 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 = GN}QEERIEIN)NV I RESHE)NN|ZENNS TjNSSA VIRREQLLTKASD . . . . . QTAA .HDETEEEPDLL. .ES................ 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 = GNREQEGRIEGEN)NVIRMFEANNGRIABNSERNIAEQLLTTGTN. . . . . GAVQ.I.EDEEEPDLL..LES............... 349
NTDB id 1205 PSJM300 05545 AFN77183.1 GS)Qyen[eIgANYNA KIRRENN|ZNIG QS Q Q@BAKLLMTSAN . . . .. TKATPVAEDLABIADI . . . .. oo ot 347

consensus Pl bskokorokok % *kok ok * * % *



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1013055 ABQ274 RS07035 WP 353726818.1
KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462. 1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454 .1
SMU RS09530 WP 002262392.1
Spy49 1753c ACI62003.1

LCA RS02525 WP 011374196.1
BSU 16940 NP 389576.2

600
269
228
194
159
499
527
408
453
625
115
1313
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

| <DELEIE.LEE

LGDELEIEIEE
LGDELEIEIEE
LGDELEIEIEE
LGDELEIEIEE
LGDELEIEIEE
LGDELEIEIEE
LDDTIELED..
LDNGIEIED..

387
387
388
388
388
388
384
384
383
378
355
348
363
343
347
347
343
372
348
348
348
352
354
354
349
349
347

X non conserved

B similar

il >50% conserved



