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NTDB id 1250 GCO85 RS13065 WP 027219989.1 ................MNNLQPL.LAL.NRMKR...IGPRTVLKLQKRWPDLNLMFQLSSVDLEEAGLPSWLAQTIK.NF 58
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NTDB id 192 SPR RS05715 WP 000705306.1 ..............MKITNYEIYKLKK.SGLTN...QQILKVLEYGENVDQELLLGDIAD..ISGCRNPAVFMERYF.QI 59
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NTDB id 1361 HI 0985 AAC22646.1 EAKFIEPALV...WSQKEGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALS.QRQMAMVGSRYCTTYGEYWAKHFAT 134
NTDB id 114 BSU 16110 NP 389493.1 PR..VLAAYRE......QGINTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTK 135
NTDB id 626 LCA RS04960 WP 011374694.1 QASFQSTTLQRQCIDHEVRTTYLTILDKDYPQRLLETYLPPVLLFYRGDLRLLK.QPCLAVVGARQATHYSKQSLEQLLQ 135
NTDB id 1250 GCO85 RS13065 WP 027219989.1 DPDFIKTDLN..WLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALT.QPSLAIVGSRNASVTGNENARAFSR 135
NTDB id 1013046 ABQ274 RS02885 WP 012897825.1 DVSKLREEYK..IY......PSFSLLDEIYPERLKEIYNPPVLLFYQGDIRLLK.TPKLAFVGSRQASSQGIKAVQKIVT 129
NTDB id 599 KW2 RS05940 WP 021037268.1 DVKKLRADYK..KF......SSFSILDDLYPERLREIYNPPVLIFYQGNIDLLK.NPKLAFVGSRLAGQSGIKSVQKIVT 129
NTDB id 407 SMU RS04605 WP 002262865.1 DSKALRKEFN..RF......PSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLA.RPKLAVVGSRNASQMGVAAVKKIIQ 128
NTDB id 525 SMSK321 RS06295 WP 000705298.1 DDAHLEKEFK..KI......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRSCSKQGAKSVEKIIQ 130
NTDB id 267 KZH43 RS05590 WP 000705306.1 DDAHLSKEFQ..KF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRACSKQGAKSVEKVIQ 130
NTDB id 226 SPD RS05990 WP 000705306.1 DDAHLSKEFQ..KF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRACSKQGAKSVEKVIQ 130
NTDB id 192 SPR RS05715 WP 000705306.1 DDAHLSKEFQ..KF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLK.FPKVAVVGSRACSKQGAKSVEKVIQ 130
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NTDB id 1361 HI 0985 AAC22646.1 ELSLAGFTITSGLALGIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRR 214
NTDB id 114 BSU 16110 NP 389493.1 EICRKGWVIVSGLASGIDGMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADH.MAKHHILLSEHPPETKPQKWHFPMR 214
NTDB id 626 LCA RS04960 WP 011374694.1 GLT..ATTIISGLAQGADAMAHEVALQRGLAPIGVIGTGINCSYPPQNEHLQQV.VAEKGLLLSEYALGTPARRYQFPAR 212
NTDB id 1250 GCO85 RS13065 WP 027219989.1 EISRHGVSIVSGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQ.ITENGLLLSEFPLKSPPIAGHFPLR 214
NTDB id 1013046 ABQ274 RS02885 WP 012897825.1 ELN.QNFTIVSGLAKGIDTASHLSAIKNKIPTIAVIGTGLDIFYPLENRKIQEY.LAKNQLILSEYSVGEKPLRYHFPER 207
NTDB id 599 KW2 RS05940 WP 021037268.1 ELN.QSFTIVSGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEY.LAKYQLVLSEYSLGEKPLKYHFPER 207
NTDB id 407 SMU RS04605 WP 002262865.1 DLS.KQFVIISGLARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDY.IAKNHLLLSEYEAQSQPLKYHFPER 206
NTDB id 525 SMSK321 RS06295 WP 000705298.1 GLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDY.ISNDHLVLSEYGPGEQPLKFHFPAR 208
NTDB id 267 KZH43 RS05590 WP 000705306.1 GLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDY.IGNDHLVLSEYGPGEQPLKFHFPAR 208
NTDB id 226 SPD RS05990 WP 000705306.1 GLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDY.IGNDHLVLSEYGPGEQPLKFHFPAR 208
NTDB id 192 SPR RS05715 WP 000705306.1 GLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDY.IGNDHLVLSEYGPGEQPLKFHFPAR 208
NTDB id 157 SP RS06205 WP 000705306.1 GLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDY.IGNDHLVLSEYGPGEQPLKFHFPAR 208
NTDB id 497 SM12261 RS05565 WP 000705318.1 GLE.NELVIVSGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDY.IGNDHLVLSEYGPGEQPLKFHFPAR 208
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NTDB id 1361 HI 0985 AAC22646.1 NRIISGLSVGTLVVEATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHSIHSQ 294
NTDB id 114 BSU 16110 NP 389493.1 NRIISGLSEGVIVVQGKEKSGSLITAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYT 294
NTDB id 626 LCA RS04960 WP 011374694.1 NKIIAGLCHSLIVTEARHKSGSLITANLALQANRNVYAIPGRIDQSLSQGCNQLIAAGATPLLDKNILIEELRYFD.... 288
NTDB id 1250 GCO85 RS13065 WP 027219989.1 NRIISGLSLCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFT 294
NTDB id 1013046 ABQ274 RS02885 WP 012897825.1 NRIIAGLSHGVVVIEAKLRSGSLITCERALEEGRDIFAVPGNIADGFSDGCNHLIQQGAKLIYQAQDILEEYLYD..... 282
NTDB id 599 KW2 RS05940 WP 021037268.1 NRIIAGLSRGVVVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN..... 282
NTDB id 407 SMU RS04605 WP 002262865.1 NRIIAGLSQGVMVAEAKIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF...... 280
NTDB id 525 SMSK321 RS06295 WP 000705298.1 NRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF...... 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 NRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF...... 282
NTDB id 226 SPD RS05990 WP 000705306.1 NRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF...... 282
NTDB id 192 SPR RS05715 WP 000705306.1 NRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF...... 282
NTDB id 157 SP RS06205 WP 000705306.1 NRIIAGLCRGVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF...... 282
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