logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.

1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RS07730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

1013006 NO27 RS04070 WP 024659291.

1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.

1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RS07730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

1013006 NO27 RS04070 WP 024659291.

1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.

1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

1013006 N0O27 RS04070 WP 024659291.

1198 PSJM300 03950 AFN76868.1

consensus

&é%ﬁ FSLFégggzgnggAKRéQs KL;gA A/gfékeﬁﬁﬁt g Hvé'EKVEE6§§S ER?LR. AEN§KV¥QE

)

D WN\IF RQLATM [€AG T QAIWATL ERQTRKF .
MT(EAAZRARYNL KIRUASIZN HK K A El ﬁ IR SMT R A\AMERRP M S KIS T A S T Hizey/PIs TSN A T{eaa{afsie/N|®

E 

=Y

ISGSISFITK

EAEDLRTAARLLRDRG FMAERS EPGKG.QAEIRIPALE GPGLK

IGSVSHLARE. . . ..

TRVE. . . .. TS....

IREBIRPLQUTRVE. . . . . TS....
INYADINNQeNehl vV T NEM V@R K PEFDRK . . . . .

RTISREIGRK N
AKUSNLRKQG 'gN 33T - 9K - 1

T it

T T{CAARARYNL KIRUGBIN HR K A EIVIS SERBA QEi T K S\ASERRP [ S KEMBHAT A S A Hizeo/ T)sq VIBNRAR T (eaMisie/ N|#

KAG PL QAF LSRJAF SNHIZKNEBYR FPAG IR ATNEIHT GlelV)#
WAG PL QAF LSREF SNHIZKNERYR FPEGINRTYA

AGEN¢GLUL
I G PLVQAF WYY LISKIEIPIRYE 9L CNLV AGEJSGHL
KAGVPLVQAF FIXGALRK)P[8]Y FDRIL Cﬁ GEQSGHJL
KAGVPLVQ F FESJALRKMP[EIEDRNL CRILV  GEQSGEL
KAGVPL Q F I FENNALR[AIPIZYFDDIL CNLV AGEQ GIL
KAGVPL Q F I FIY] LRKIWPRYEDLYCNLV  GEQSGEJL

kb sk b Dok |k 1k %k * sk % * ok * ok ok % * EREES * % * k| kkok Lokoskr | Lk 1|

L A Sl L PO

FIN4FGA LPAFTQ
FIQ4FGAELPIYFTQ
I ANIGAELP|QRTQ
I ANUIGAELPAJRTQ

ATYKEKHEM FIQ4FGA LPANIT

V FISIFGA LPAFTQ

I FANFGA LPAFTQ
FAFGAELPRF TR

FANFGAELPAFT|®

sk Dkkk | Dkk kokk Dk Dk | Dk ook | sokokokokokokokok |1 skokokok sk Dokok | Dokok Dokokokk ok Dokokokk kokok

S<<<<<<<<

144
147
148
150
150
147
149
149
146
146

224
227
228
230
230
227
229
229
226
226



logo

NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id 1198 PSJM300 03950 AFN76868.1
consensus

1029
1402
1169
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

TT RS02230 WP 011228203.1
DSB67 RS12670 WP 010643257.1

logo

NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id 1198 PSJM300 03950 AFN76868.1
consensus

1029
1402
1169
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RS07730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

TT RS02230 WP 011228203.1
DSB67 RS12670 WP 010643257.1

<0

logo

NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id
NTDB id 1198 PSJM300 03950 AFN76868.1
consensus

1029
1402
1169
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

TT RS02230 WP 011228203.1
DSB67 RS12670 WP 010643257.1

A1552VC RS11075 WP 000648511.

1013006 NO27 RS04070 WP 024659291.

A1552VC RS11075 WP 000648511.

1013006 NO27 RS04070 WP 024659291.

A1552VC RS11075 WP 000648511.

1013006 NO27 RS04070 WP 024659291.1

LgAM%;AﬁwsSxé R R LR Ut

Ar

A GATI
A GgATI

BEA G [
[ CGAAT
A GAQI

* * kD kkkok

Wl FNL.&WAW

AMYLPIF
AMYLPIF

X non conserved
B similar
>50% conserved

406
407
408
410
410
406
408
408
405
405

SIKARIIA FSRTLAT F AG P
BIKA TA FSRTLAT FAAG P
IAR
IAR IREFAAGVPLVDYY

MKANMIAR SRTLATTFAAGVPL DAL

EKAIIARF RTL lTFAAG PLV ALI
I A

oyles e ATIFANCY e ST

ALR T [@) GN
I\ LE¢ TAGN GN
BFAAGVPLVDLDSTAGA
LDSTAGAJ

SHPAGATGN
STAGAT

GN
GN

IN. YE]

JIAITAR SRTLATTFAAGVPL DAL STAGATNN

ok Lrkok ] |

Hall:

QMVFIGEESGE
QMVMIGEESG

QME IGEESG LD MLIYKEAIXFYE EVDNAV{EL Py
QM IGEESG LD MLIYKEIAIREYE EVDNAV{EWL P
QMVAIGEESGAL FIMLEJKVAMFYE EV NAVDEL

P skskskskkok |

QMVAIGEESGALDSMLINKVARY YEREVDNAVDELTH
QMUAIGEESGALDRMLINKVARY YE EVDNEIVDEILTH

QMAIGEESGALD MLEKVAWFYE EVDN|UVDELTH
Ny ey e oy ey e T

QMVAIGEESGALD MLINKV AN YEEEVDHAVDGLTS
N

* %

LR RN

*

et D s, 4 ol

*kokox ||

303
307
308
310
310
307
309
309
306
306

383
386
387
389
389
386
388
388
385
385



