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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1012995 ABVN22 RS20945 WP 105698564.1 MKTGMFALALGLLVL........RWLPALPSTGWLLVMLVLALMLLPFRTYP....LAFFLFGLSWACISAQWALDDRLR 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLL........RFLPQLPSFGWLLALAPVGLLLLPFRWRP....LAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1012995 ABVN22 RS20945 WP 105698564.1 LALDGQTRWIEGRVIGLPQQTGEGVRFELAD.SRARNARLPKRIRVSWRG....................GPPVRSGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELED.IHSRHAGLPSRIRLAWYG....................GPEIRSGERW 127
consensus ****!** ***! ! *!!* *****!!** * * * ***! !*!**!*! *!****!*!!

logo

Q
RLTAALVTRLKRPHSSGMLLMVNFPGHSAGFDGQYEYAAWMLLADQRDRVIRGAATGSTYI

V
Y
K
A
D
TGKERAILRAENPAALMGEADAGSGVGLRSRSVEGHRAWRADRALVRRQHRLLTAAVDELPAEHQAGRYEA

NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1012995 ABVN22 RS20945 WP 105698564.1 RLAVTLKRPSGLLNFHGFDQEAWLLAQRIGATGSVKDGERLAPA..............RHAWRDAVRQRLLAVDAQGR.E 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR.A 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1012995 ABVN22 RS20945 WP 105698564.1 AGLAALVIGDGSGLTGEDWRVLQDTGTVHLMVISGQHIGMLAGLVYALIAGL.......ARYGCWP..RTWPWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGIWP..QRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1012995 ABVN22 RS20945 WP 105698564.1 AFTAALAYGLLAGFGVPVQRACVMVGLVLLWRLRFRHLGLWWPLLLALNGVLLLEPLASLQPGFWLSFAAVAVLILAFGG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEP 479
NTDB id 1012995 ABVN22 RS20945 WP 105698564.1 R.......L.......GSWNVWQVWTRPQGLIAMGLFPVLLVLGLPISLSAPLANLVAVPWISLVVLPLALLGTVLLPLP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 R.......L.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 1012995 ABVN22 RS20945 WP 105698564.1 WIGESLLWLAGGALDGLFRGLAWLAGYVPAWVPAEVPLGFWLISLTGAVLLLLPKGVP...FRVLGWPMLLLAVFPPREP 486
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 1012995 ABVN22 RS20945 WP 105698564.1 VPDGQVDVVQLDVGQGQSLLLRTRHHTLLYDAGPRSGTF.DLGARVVLPSLRKFGVGALDVMLLSHADADHAGGAAAVAN 565
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 1012995 ABVN22 RS20945 WP 105698564.1 GLPVKRVVGGETK.......KLPAFLGTEPCVSGERWVWDGVSFELWQWP......DATNGNAKSCVLQVQANGERLLLT 632
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPE.......RLPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 1012995 ABVN22 RS20945 WP 105698564.1 GDIDRAAEQAFLASA..LAVPTDWLQAPHHGSRSSSSWRFLEGLVPKSVLISRGRGNAFGHPHPQVTERYQALGSQVYDS 710
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1012995 ABVN22 RS20945 WP 105698564.1 AEHGAVRFRLGA..FSSPVVARAQRRFWRERLP............... 741
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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