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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV...WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSV 77
NTDB id 1012955 ABVN19 RS03705 WP 105642798.1 MRTGMLALALGLLCLRVLPAVPSVGIVAMMALIGLCCLPW...............RARLLGLFLLGLSWACVSAQQALDD 65
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPF...............RWRPLAFFLFGLVWACLNAQWALDD 65
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NTDB id 1426 RS RS05575 WP 011001070.1 VLAPAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPG 157
NTDB id 1012955 ABVN19 RS03705 WP 105642798.1 RLAPALDGRTVWLEGRVVGLPEQGGRVVRFELEEAHS.RRAELPRRLQLSWFGG....................PPVFSG 124
NTDB id 1199 PSJM300 12650 AFN78592.1 RLPVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYGG....................PEIRSG 124
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NTDB id 1426 RS RS05575 WP 011001070.1 QRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEA 237
NTDB id 1012955 ABVN19 RS03705 WP 105642798.1 ERWRLAVSLKRPHGLLNPHGPDREATLLARRVGATGSVKAGERLALA..............EAAWRDGVRQRLLSVDAQG 190
NTDB id 1199 PSJM300 12650 AFN78592.1 ERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHG 192
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NTDB id 1426 RS RS05575 WP 011001070.1 RYAPVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAG 317
NTDB id 1012955 ABVN19 RS03705 WP 105642798.1 R.EAELVALVLGDGKGLARENWDVLQATGTVHLLVISGQHIGLLAGLVYGLIAALAR.......LGW..WPQRLPWLPWA 260
NTDB id 1199 PSJM300 12650 AFN78592.1 R.AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLAR.......WGI..WPQRLPWLPWA 262
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NTDB id 1426 RS RS05575 WP 011001070.1 AVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLA 397
NTDB id 1012955 ABVN19 RS03705 WP 105642798.1 CGLGFAAALGYGLLAGFQVPVQRACMMLAMVLLWRLRFRHLGVGLPLLLALVAVLLWEPLASLLPGFWLSFAAVAVLTLT 340
NTDB id 1199 PSJM300 12650 AFN78592.1 CGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWI 342
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NTDB id 1426 RS RS05575 WP 011001070.1 ARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.L 476
NTDB id 1012955 ABVN19 RS03705 WP 105642798.1 FSGR..............LGAWNRWLAWGRAQWLIALGLLPVLLALELPVSVTAPLANVFAVPWISLAVLPLALLGTLLL 406
NTDB id 1199 PSJM300 12650 AFN78592.1 FRGR..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLL 408
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NTDB id 1426 RS RS05575 WP 011001070.1 PEPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLAR 556
NTDB id 1012955 ABVN19 RS03705 WP 105642798.1 PVPLVGESLLWMAGGLLDGLFRLLAALADWHPAWVPEPLSWFVWGLVCTGALLLLLPRGVP...MRVLGWPLLLLAVFAP 483
NTDB id 1199 PSJM300 12650 AFN78592.1 WVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAP 485
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NTDB id 1426 RS RS05575 WP 011001070.1 APAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTET 636
NTDB id 1012955 ABVN19 RS03705 WP 105642798.1 RERVPHGQVEVWQLDVGQGLAFVLRTRDHAMLYDAGPAMGDQ.DLGERIVLPTLRKLGVNALDLMLLSHADADHAGGAPA 562
NTDB id 1199 PSJM300 12650 AFN78592.1 DSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALA 564
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NTDB id 1426 RS RS05575 WP 011001070.1 VMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAA 716
NTDB id 1012955 ABVN19 RS03705 WP 105642798.1 VLRGLPVLRVVAGGSARL.......PAVLQAQPCDNGQHWQWDGVSFSLWQWP......GARDSNQDSCVLLVEASGERL 629
NTDB id 1199 PSJM300 12650 AFN78592.1 IQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERL 631
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NTDB id 1426 RS RS05575 WP 011001070.1 MLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIER 796
NTDB id 1012955 ABVN19 RS03705 WP 105642798.1 LLTGDLDAPGERAWAHDW..QATRVDWLQSPHHGSRSSSSQSLLSTTAPRGALISRGRYNAFGHPHAEVMERYRTNGIEV 707
NTDB id 1199 PSJM300 12650 AFN78592.1 LLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAEL 709
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NTDB id 1426 RS RS05575 WP 011001070.1 LRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1012955 ABVN19 RS03705 WP 105642798.1 FDSAVRGAVRLRLGDF..GEPLGMRDPPRFWRDPS................ 740
NTDB id 1199 PSJM300 12650 AFN78592.1 HDTAEHGALSLQLGAF..GGARRMRDEPRFWREK................. 741
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