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NTDB id 101293 AYC67 RS18055 WP 078411497.1 MSLVSREDLIKAVGLDKIGFLKKPVASTMMNIVQINKLNKLYDKLKDKEGKDFFESYLNELNVKYLVFAEDLAKVPKTGP 80
NTDB id 1326 RA0C RS04070 WP 013446859.1 MSLISKKDLIKAAGLDKVGFLKSPIASIIMRLTRINQVNALYDKIKHTEGKDFFKAFVKERNLKYIVFEEDLQKIPKTGP 80
consensus !!!*!* !!!!! !!!!*!!!! !*!! *! * !! *! !!!!*!* !!!!!! ** ! !*!!*!! !!! !*!!!!!

logo F I LVASNHPLGAI
LDGI LMCTKI ILSTE IRPDFKIMGNFLLESKI EQPMKSPFYVIPVNPFEGRKEAI FRSSLNQGMKRAATLMKHLEEGGCFVGI

V

NTDB id 101293 AYC67 RS18055 WP 078411497.1 FILVSNHPLGALDGILMTKIISEIRPDFKIMGNFLLSKIQPMSPYVIPVNPFEGRKEAFSSLNGMRAAMKHLEEGGCFGV 160
NTDB id 1326 RA0C RS04070 WP 013446859.1 FILVANHPLGAIDGILMCKILTEIRPDFKIMGNFLLEKIEPMKPFVIPVNPFEGRKEIRSSLQGMKATLKHLEEGGCVGI 160
consensus !!!! !!!!!!*!!!!!*!!**!!!!!!!!!!!!!! !! !! !*!!!!!!!!!!!! !!!*!!*! *!!!!!!!! !*

logo FPAGEVSNKRNNRSFYANEQI LMDKDEWEKSPAI LKL IMKQKRAMKNVP I
V
I
VPMYFHAKNSKRLMFYANMASKIHPDLQTLVMLPSEMMNKREKP IKR I

VR I
NTDB id 101293 AYC67 RS18055 WP 078411497.1 FPAGEVSNRNNRYNEILDKDWESPILKLIQRMNVPVIPMYFHAKNSRMFYNMAKIHPDLQTVMLPSEMMNKREKPIKIRI 240
NTDB id 1326 RA0C RS04070 WP 013446859.1 FPAGEVSNKNNSFAQIMDKEWEKPALKLMKKAKVPIVPMYFHAKNSKLFYAMSKIHPDLQTLMLPSEMMNKREKPIRVRI 240
consensus !!!!!!!!*!! * !*!!*!! ! !!!* * !!**!!!!!!!!!**!! ! !!!!!!!!*!!!!!!!!!!!!!!**!!
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LPNLNSLSKFIPQLNKQDSEHNI
VVHQNI IDSETPSKQEDHL IVDKE I EKHTL

NTDB id 101293 AYC67 RS18055 WP 078411497.1 GKPILPKILKEYETPVELGEFLKNKVYMMKSYFDKRKRVTDYLKIPNLSSKFQLNQDEHVVHNIISETSKEHLVDEIKHL 320
NTDB id 1326 RA0C RS04070 WP 013446859.1 GKPVSVKTIEDCDSVEEMEHLLQKKICLMKTYYDKRQSLADLMKLPNLNLKIP.NKSENIVQNIIDETPQEDLIKEIETL 319
consensus !!!* *! * ***** !* * ! !***!!*!*!!! * ! *!*!!! ! **! !**!*!!! !!* !*!* !! *!
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YFASNSAYDQE IPFS IVMRE IGRQRELTFRAEVGEGSTNLMPFDLDEYDKHYHHLFLWDKEGAEEQKLAVGAYRMAL

NTDB id 101293 AYC67 RS18055 WP 078411497.1 RNIDGKLLFANGDYEIYFANADEIPFVMREIGRQRELTFREVGEGTNMPFDLDEYDKHYHHLFLWDKGEEKLVGAYRMAL 400
NTDB id 1326 RA0C RS04070 WP 013446859.1 K.SEGKMLFDSGNYEVFFSSYQEIPSIMREIGRQRELTFRAVGEGSNLPFDLDEYDKHYHHLFLWDKEAQKLAGAYRMAL 398
consensus ** *!!*!! ! !!**! !!! *!!!!!!!!!!!!! !!!!*!*!!!!!!!!!!!!!!!!!!! !! !!!!!!!

logo GKVEVMKKHYGIKNGFYTSSLFDEFDQELQPFFRKVI EMGRAYI
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EYQQKPFLPLFLLWKRGIVHVCLRNPDEHKFLMGGVS I SNK

NTDB id 101293 AYC67 RS18055 WP 078411497.1 GVEVMKKYGINGFYTSSLFDFDQELQPFFRKVIEMGRAYVMKDYQQKPLPLFLLWRGIVHVCLRNPEHKFLMGGVSISNK 480
NTDB id 1326 RA0C RS04070 WP 013446859.1 GKEVMKKHGIKGFYTSSLFEFDQELQPFFRKVIEMGRAYISMEYQQKPFPLFLLWKGIVHVCLRNPDHKFLMGGVSISNK 478
consensus ! !!!!!*!! !!!!!!!!*!!!!!!!!!!!!!!!!!!!* *!!!!! !!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!

logo FSDEFSKSTLMIDEFMRSHYYDSAVVAQYIHPKRNEFYKI
V
K
RLKERDKLNLMFFDEGI

LDNSDLGNKFLDKL IMDDFLEPEMRLMPVL IKKYIKQNA
NTDB id 101293 AYC67 RS18055 WP 078411497.1 FSDFSKTLMIEFMRSHYYDSVVAQYIHPKNEYKVRLKERDKLMFFEGLDNDLNKFDKLMDDFEPEMRMPVLIKKYIKQNA 560
NTDB id 1326 RA0C RS04070 WP 013446859.1 FSEFSKSLMIDFMRSHYYDSAVAQYIHPRNEFKIKLKERDKNLFFDGIDSDLGKLDKLIDDLEPEMRLPVLIKKYIKQNA 558
consensus !!*!!!*!!!*!!!!!!!!! !!!!!!!*!!*!**!!!!!! *!!*!*! !! ! !!!*!! !!!!!*!!!!!!!!!!!!



logo KVI SFNVDPNFNDAIDGLMYIR I SDLPESTIKPVLEEMSEQYLYGKNPELEGEQKKCQANDNQ
NTDB id 101293 AYC67 RS18055 WP 078411497.1 KVISFNVDPNFNDAIDGLMYIRISDLPESTIKPVLEEMSEYYKNLGEKKCADNQ 614
NTDB id 1326 RA0C RS04070 WP 013446859.1 KVISFNVDPNFNDAIDGLMYIRISDLPESTIKPVLEEMSEQLGPEEQKKQN... 609
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! * !!* ***
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