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NTDB id 101285 B5G46 RS16075 WP 016200275.1 ......MNFNVKIKNLVLICLIYFGITSLFN...AQSTATLKTGADQPDVYLPMLKGKKVIVLTNQTGVLSDSKH..... 66
NTDB id 1328 RA0C RS09020 WP 014411354.1 MEISKPMYLSLKIKNLLLICLIYLGLSGRNYAQNGNNCPDFKTGADQPELYLPLLKNKKVGVVTNQTGLVLKPQKHHPTT 80
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NTDB id 101285 B5G46 RS16075 WP 016200275.1 ...THLIDFLLSKKVNITKIFTPEHGFRGNADAGEHVKNDIDQQTGLRIVSLYGNNRKPKPEQINDSDVILFDLQDVGVR 143
NTDB id 1328 RA0C RS09020 WP 014411354.1 IDTLSIVDFLRENTIDIRRVFAPEHGFRGEADAGEYVKNGVDTKTGIPIISLYGKNKKPTAEQIQDLDIILFDIQDVGVR 160
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NTDB id 101285 B5G46 RS16075 WP 016200275.1 FYTYISTLTYVMEAAAEAGKEVIVLDRPNPHDGYTDGPILNKKWTSFVGMHEIPVIYGLTIGEYGHMVNGEGWLKNGIKA 223
NTDB id 1328 RA0C RS09020 WP 014411354.1 FYTYISTLAYVMEAAAEHNVEVIVLDRPNPHDGYIDGPVLKEKWTSFVGMHPVPIVYGLTIGEYGNMVNGEGWLKNKIKA 240
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NTDB id 101285 B5G46 RS16075 WP 016200275.1 KYSVVKMVNYHKQQRYDMLEKPSPNLPNNKAINLYPSLCFFEGANVSLGRGTDFPFQAYGSPYTKNLSFSFTPKPSYGSK 303
NTDB id 1328 RA0C RS09020 WP 014411354.1 KYTLIPMKNYHKKQRYPILRRPSPNLPNDKSINLYPSLCFFEGAEVSVGRGTDYPFQIYGSPWTKKLSYKFTPKPNFGAK 320
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NTDB id 101285 B5G46 RS16075 WP 016200275.1 NPPLNGQECFGEDLRNYPTTLKEINLEWLIKAYKDYKSPSGKNDFFLKNLFFDTLAGSDQLRKQIISGLSQEQIKASWKQ 383
NTDB id 1328 RA0C RS09020 WP 014411354.1 NPPFNGQVCYGENLSEYPKDLRELNLEWIITAYKNYKNPN..KPFFIKNLWFDTLAGTDQLRLQIIQGKSETEIKKSWQK 398
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NTDB id 101285 B5G46 RS16075 WP 016200275.1 GLQDFEKIRQKYIIYPN 400
NTDB id 1328 RA0C RS09020 WP 014411354.1 DLQEFEKIRQKYIIYKD 415
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