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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1012124 AADG64 RS22435 WP 353630667.1 ..MASVNKVILVGNLGRDPEVRYSPDGGAICNMSIATTSTWKDKASGERREETEWHRVVMYNRLAEIAGEYLKKGRSVYI 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGK.DGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQS...........RQPA 140
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGK.DGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQS...........RQPA 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQ.NGQDRYTTEIQGD....VLQMLDSRSSGGD.FGGNQGSGWNQA....PAQTNYNQGGYSDNYAQNNN 148
NTDB id 1012124 AADG64 RS22435 WP 353630667.1 EGRLKTRKWQDKDTGADRYSTEIVAD....QMQMLGGREPIGQ.....GGH...AA....DAPD....GSD..S..ARPA 134
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGM...NV....PAQQ....GSWGQP..QQPA 145
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NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF........... 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF........... 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 FNG..GNATRPQPAQKPAAQAEPPMDNFDDDIPF........... 180
NTDB id 1012124 AADG64 RS22435 WP 353630667.1 RER..S..........TAHNSQSGAADMSDDIPFAQVGGRKAHYL 167
NTDB id 1166 A1552VC RS00795 WP 000168289.1 KQH..QPMQQSAPQQYSQPQYNEPPMDFDDDIPF........... 177
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