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MKSMRHMLLMNMKAKNMRAMRVQKGFTL I ELMIV I
VAIVIG I LAAIALIPAYTQDYTAIVRSAKQRAVSTEAGFL IKSTALTADSAGQSLMPAQKSALTDTLALVGSAEAWTNFIRALQIADNTDRNANQGI
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NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTA. 71
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATG. 70
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATG. 70
NTDB id 1012103 ABNQ24 RS15645 WP 020831292.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQTD....LSVG. 75
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSD....LSVG. 75
consensus * *!!!!!!!!!!!!*!!*!!!!!!!*!!!*!!!*!****!***** *** *** * * * *
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NTDB id 1191 AAC28468.1 484..945( ) NVIFDSANGLDGKYFAP...........G...GVTVTPDTGAINIAFDA.......GANAGKTMTITPTVIAA....... 126
NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQHA..SKYVKS...VKVTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNKA..VPAAT 146
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ...........GSSCVGVQEISASNATTNVATATCGASSAGQIIVTMDT.......TKAKGANITLTPT..........Y 123
NTDB id 1274 LPP RS09530 WP 011214168.1 ...........YVSPAA......TPN.....VASIAIGANGVITITY.T.......AAAGGGTIVMTPTLQ......... 111
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ...........YVSPAA......TPN.....VQSIAIGANGVITITY.T.......AAAGGGTIIMTPTLQ......... 111
NTDB id 1012103 ABNQ24 RS15645 WP 020831292.1 ...........SSVFTP......TKNVAGLAIDGTTTGVPGQITITY.T.......QAAGGGTLALVPTAAGAKLPTSSA 130
NTDB id 1424 RS RS02795 WP 011000517.1 ...........SSVFTP......TKNVANLTIAGTG.TVPGQITVTY.T.......TAAGGGTLALVPTAAGTALPVSSA 129
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NTDB id 1191 AAC28468.1 484..945( ) SGQISTWTCAPGAANGI...............ETRRLPTSCQ* 153
NTDB id 1188 NELON RS01755 WP 003772458.1 STGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK. 188
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ASGAVTWKCTTT...................SDKKYVPSECRG 147
NTDB id 1274 LPP RS09530 WP 011214168.1 ANGDVTWTCTGG..................TLLAKYRPASCRP 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ANGDVTWTCTGG..................TLLAKYRPASCRP 136
NTDB id 1012103 ABNQ24 RS15645 WP 020831292.1 PSGPIMWTCYAAGKAQAASSVAP...NATMSLAAKYAPAECR. 169
NTDB id 1424 RS RS02795 WP 011000517.1 PSGPIMWTCYAQNKAQAASSVAP...SGTMSLAAKYAPAECR. 168
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