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NTDB id 1011963 ABTQ33 RS01910 WP 235778151.1 DFLDKLSGDLVNKYYGPAIKETGTRTQSWAYVPHFYMNYYVYQYATSWAVSTALSNRVWNREDGALDNYFNFLKAGGSDY 324
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDY 558
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NTDB id 1011963 ABTQ33 RS01910 WP 235778151.1 PVNTLKKAGVDVTDDEYLKQAFAVFEKRLDQMEDLLK...... 361
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
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