logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
101178 JEONG1266 RS00430 WP 001055622.1
1448 BW25113 RS15320 WP 001326494.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PA0395 NP 249086.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
101178 JEONG1266 RS00430 WP 001055622.1
1448 BW25113 RS15320 WP 001326494.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PA0395 NP 249086.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

el Nﬁ.i,B.v@ s uetllel et l e

I§ SDLH SAG
I§ SDLH SAG
@ASDLHLS G
IMASDLHLSAG
IMASDLHLSAG
IMASDLHLSAG
EASDLHLSAG
IMASDLHLSAG

LP
TP

EA. ..

MPMIRVjIG R

BPMIRVEIG R

PPM R DG R IMNDEQRE
PPM R DG R IMNDRQRH]
PPMIRVDG R IMND
PPMIRVDG R IMND
PPMIRVDG R IMND
PPMIRVDG R IMND
PPMIRVDG R IMND
PPMIRVDG R IMND
PPMIRVDG R IMND
PPMIRVDG R IMND

sk Dokokkokokokokk kkk ok * * * % ok ok ok ok K |k ok % %

s b 1ok okokok ok ok

N VARER\/NAFNQER soAl R

s \/

ARFRVNAFNIGRGP AVEFRTIPS|N
ARFRVNAFNIN&RG]Y AVERTIPSN
RFRVNAFBIQERGOSJAVERTIP U
RFRVNAFBIQERGSAVFRTIP Y
ARFRVNAFNQSJRGE\ AVEFRTIPS|D
ARFRVNAFNQSJRGEY AVERTIP S|
ARFRVNAFNQWRGEGAVERT IP S|
ARFRVNAFNQWNRGE\GAVERT IP S|
ARFRVNFNQWRGIGAVFRTIP SN
ARFRVNAFNQNRGE\GAVERTIP S|
ARFRVNAFNQWRGE\GAVERTIP S|
ARFRVNAFNQNRGE\GAVERTIP S|
EIEEE L Kk kkkk | KKKk KKK

Z:ZEZZKDCDZ:Z:ZZ:E:Z

WEEL

IRRIE REPRIE]> LKLPE LQN AIAKRGLVLVVGATGSGKSTT JWNUI T GFRIY Q HE T GIERE

TBYRH
sBis

Fah VT SOl

GMRIIKNS S GJshE

E LIAPNIFNINT AIZRG VLVTGPTGSGKSTTLAAM
E LEGAPSIIF[NIAINIYRG VLVTGPTGSGKSTTLAAM
ENLPEPIRIFNINTANNGY GLVLVTGPTGSGKSTTLAAM
ENLPEPIRIFEJSTIANNGY GLVLVTGPTGSGKSTTLAAM
ASFSRGLVLVTGPTGSGKSTTLAAﬁ
AMISNIRGLVLVTGPTGSGKSTTLAAYY
ﬁITDVPRGLVLVTGPTGSGKSTTLAAM
R

E LGLP¥IF

INBZRGLVLVTGPTGSGKSTTLAAM
I[@)eJRGLVLYVTGPTGSGKSTTLAAM
I{NeIRG VLVTGPTGSGKSTTLAAM
I{NeIRG VLVTGPTGSGKSTTLAAM
I{)eJRG VLVTGPTGSGKSTTLAAM
Dok Ll LT Lo rox 1

E LGLEWIF

kokkk kKK koK

153
155
156
152
152
159
155
155
155
155
155
155
155
155
155
155
155
155



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
101178 JEONG1266 RS00430 WP 001055622.1
1448 BW25113 RS15320 WP 001326494.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PA0395 NP 249086.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
101178 JEONG1266 RS00430 WP 001055622.1
1448 BW25113 RS15320 WP 001326494.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PA0395 NP 249086.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

ok DD Dk Pskx xkx

EDPIEFVHNSK
EDPIEFVHMNSKK

EDPIEF HK% INQREV[HSDT
K

EDPIEFVHSWKCLINQREVH

EDPIEFVHSIWKCLINQREVH DTl

EDPIEFVHNSKKCL NQREVH
EDPIEFVHNSKKCL NQREVH
EDPIEFVHMSKKCL NQREVH
EDPIEFVH@MSKKCL NQREVH
EDPIEFVHAZKKCLINQREVH
EDPIEFVHNSKKCLINQREVH
EDPIEFVHSKKCLINQREVH
EDPIEFVHNSKKCLINQREVH

IDRI DVFPEE [ [§
T DRI DVFPAEEK
T DRI DVFPAMEK

ook | okook ok ok ok ok ok o kok ok * | okok

kok L)1 skokok

) s W AR

LINQRE H[NET
LINQRE H[

Hix

SFIQYALRSALREDPD
SFNFAALRSALREDPD
SFNIMALRSALREDPD
EEMNALRSALREDPD
GEMNALRSALREDPD
EEFIMNALRSALREDPD
DTBEISFIMALRSALREDPD
DTEIEFIMIALRSALREDPD
DTBIYFINALRSALREDPD
* % Dok 1]

M&ﬂ%&t{wmwM&AMM

MUGGGRVA
MUGGGRVA[Y
. NK[HEEAWVAL
. NK[HEEAWVAL
MUGGGRVAAHEIMI
WIGGGRVAAHEIMI
MAGGGRVAAHEIMI
MINGGGRVAAHEIMI
MNGGGRVAAHEIMI
MNGGGRVAAHEIMI

*okk || kok * % |

NETNETNE

*kk | okok ok k x

L AT LT

RDIFETICLALTAAETGHLVFGTLHT [€AAK
RDIFETI[E€LALTAAETGHLVFGTLHT [gAAK

RDIBETIRLA TAAETGHLVFGTLHTWSAiK
RDIBETIRLA TAAETGHLVFGTLHTJYS Ag§K
RDIBETIRLALTAAETGHLVFGTLHT
RDIBETIRLALTAAETGHLVFGTLHT SAAK
RDIBETIRLALTAAETGHLVFGTLHT SAAK
RDIBETIRLALTAAETGHLVEFGTLHT
RDJBETIRLALTAAETGHLVFGTLHT
RDIBETIRLALTAAETGHLVEFGTLHT
Doskorskok Dok e DD DD Dok |11

REHM@

§Y.'QL o 9

RNLIRENK
RNLIRENK

HEIM TPAIRNLIREBNK
HEIM TPAIRNLIRENK
I IAIRNLIREDK

TIHAIRNLIREBNK

TPAIRNLIREPK AQMYSHIQTG
TPAIRNLIREMK AQMYSENIQTG
IIPATRNLIRE®K AQMYSHIQTG
IIPATRNLIRENK AQMYSE\IQTG
IIPATRNLIRENK AQMYSENIQTG
IIPATRNLIRENK AQMYSE\IQTG

EEEE NN kokokokokk ok (S

233
235
236
232
232
239
235
235
235
235
235
235
235
235
235
235
235
235

313
315
316
311
311
319
315
315
314
314
314
314
314
314
314
314
314
314



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
101178 JEONG1266 RS00430 WP 001055622.1
1448 BW25113 RS15320 WP 001326494.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PA0395 NP 249086.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1019 ACIAD RS04205 WP 004922051.1
101178 JEONG1266 RS00430 WP 001055622.1
1448 BW25113 RS15320 WP 001326494.1
1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1
1116 NGFG RS10615 WP 003690200.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1
1283 ACE17W RS02630 WP 010947729.1
1259 GCO85 RS10305 WP 010947729.1
1202 PSJM300 01600 AFN76400.1

1194 PA0395 NP 249086.1

1020 ACIAD RS04210 WP 011182164.1
1060 ABD1 RS04380 WP 000355489.1
1040 HON27 RS13360 WP 000355489.1
1081 FDQ49 RS05335 WP 006581387.1

consensus

TLDQéLﬁxLVéﬁ'S%zABeA

WEPINA@Y QG VDD KBE QDAL HS
yFa A Y NiBY v QEENSRY EDIAL L HIA
eI AMFDIMYDHQHIRY Y ADIL K HA

LERJ
INAPEVIARRRJA
A A

INAPEAINRRR,

IS KHTPNHE AP
IS KHTENHE AP
i8S R D SPAK EKIA
IS RENPAREK]A

NP TI\R AV
g P QTIR T AN
s Q TI\R T AN

[P
[oNoNoNoNaNa] = = [pNo

s p Q TI\R T A

X non conserved
B similar
>50Y% conserved

= El
%ﬁ%ggégkwiﬁhhu

R EERS L S SRV RESDET, A= AR R ERos G REF R e
DSANDLRLMLKTK.RGDDY...GSGSLQNVKI........ DME.............
DSSNDLRLMIKLG.SETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. . ..
DSPNNLRLQIKLS.EEANKPLDNRERMSEMER........ KMTFDGQRRNLK. . ..
IDPKEFARLANDASAGLGG. . .. .ASMTPAAPPVPAYNSASSSSTGRGGDFGRGAA

QAN S E MO .
QAN S E SM S .

LNK .
LNK .
KQP .
KIP.
KSP.
KQP .
KQP .
KQP .

368
381
383
326
326
418
347
347
345
345
344
344
344
344
344
345
345
345

368
381
383
326
326
394
347
347
345
345
344
344
344
344
344
345
345
345



