
logo

MA
M
A
M
S

A
G
R
M
G
S
L
VNKVI ILVIGRNLGANQRDPDEMVRRTYTMQPDSNGDGREPAI

V
V
A
C
T
N
I
F
L
R
T
S
I
L
VATSDESTWRNDKRAMQSNTGQEQRKRVEKVRTEWHNRVIVTFILMF

Y
G
N
R
EAR
K
Q
LAKEVIAEGEQYLKRKGGSQKLVY

NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1011750 ABS361 RS07335 WP 407051135.1 .MAGSVNKVILVGNLGADPEVRRTQDGRPIVNLRLATSDTWRDRQSGERRERTEWHRVVIFNEALAKIAEQYLRKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
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NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG..............GAPYDEGYGQSQEAYQRPAQQSR 137
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSG..............GAPYEEGYGQSQEAYQRPAQQSR 137
NTDB id 1011750 ABS361 RS07335 WP 407051135.1 VEGALQTREWEDQQGQKRYSTEVVLQNFNGQLTLLDRPGGGGGDDFGDEAMSGGRGGGGGGRVGYDR............. 146
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM..PAQGGM.....NVPAQ....Q..GSWGQPQQPAK 146
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDF..GGNQGSGWN..QAPAQTNYNQ..GGYSDNYAQNN 147
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1011750 ABS361 RS07335 WP 407051135.1 .......GGDRGASAPRGAPKQPAYSGGGDIDDEIPF 176
NTDB id 1166 A1552VC RS00795 WP 000168289.1 Q....HQ..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1390 A4U84 RS00055 WP 021115958.1 N....FNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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