logo

NTDB id 101158 ACKTTY RS07725 WP 308703259.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 101158 ACKTTY RS07725 WP 308703259.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 101158 ACKTTY RS07725 WP 308703259.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 101158 ACKTTY RSO07725 WP 308703259.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 101158 ACKTTY RSO7725 WP 308703259.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

logo

NTDB id 101158 ACKTTY RS07725 WP 308703259.

NTDB id 323 STU RS10650 WP 011225396.1
NTDB id 291 STER RS01205 WP 011680685.1
consensus

LR YONArEE e LREEA et R TR Ay ﬁDlDlE'
MIVTISNED Fi§ V QYHEFGHF FAKR GILVREF GMGPKEYYAI: H TWYT R LP GGYVRMAG|Y Do
AMKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTH T
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT T

I 65ll# ﬁD KVB NkSQBQVPQTA A0 { L] Ll ESELK YEVDHDAT k) TE&R A
KIZG 'PUSLI[N 'GIADGIRV - ST NEASIS Iy R PLSVTATDLEKELWIEGYENG IIARKIYJVDHDATIVEGDGTE [NIAP
KTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGESMTKTYEVDHDATIVEEDGTELRIAP
KTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE TKTYEVDHDATIVEEDGTELRIAP

Poe Dok Do b Dok Do b Do Dok | Dok Doskskoskoskeoskeoskskskosk Dok DL Dok Dl Do Do Dok Dok | o

MOOARL LU TAEL MIEILanf LA VQDTSM@VAN\NSéA ;{KL ) VA&NKQKMTQ\X

WUDVQ QEAIY WRR TNFAGPMNNF L TIZ ARSIy T T VERNKMQD T T AN S VIR QENEIRNA G ERRFNAN G KIYNENS A
KDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDW
KDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDW

TVHL K S Qf'gl i\/K AEK | SCNR| éY iTSTKT \. QKLAY FWO’ [ TKQ
QEESLLEQBSPMY. . . .. HENRAAQ . GSRTRQIMANEIAAKTISGNRIEQIG Rw TSTDPYSIHGAJGEAY@ATGEINITKQ
DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP QIS ( P GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATA
DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKP QXS [ P GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATA

sk 1ok kok kok kok kok ok | oskokskokoskokoskokok | ) Dokokokok Dokokok Dok D 1 Dok ok Dskokskokskokskokokokok ok |okok Dokokok | D okokok | okokok ok ok

AT RS, P slsELStABL LS L AL ALY b AREE Ly

EARET e

ALY VENIEESLNDLGGPVAIRELEYY QA JWSGLIAN LM WYLSINLGIWYNL PIPALDGGKI |ENI E IR{gKPLJ
RITNFSLNKLGGPVAMFOMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN
ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN

SHESY AL T e

VIEPNESNI TLIGIY LM MVTWNDI[NRMFF 425
QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420

X non conserved
B similar
>50% conserved

159
155
155

239
235
235

313
309
309

393
388
388



