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NTDB id 101158 ACKTTY RS07725 WP 308703259.1 MIVTIITFIIVFGILVIVHEFGHFYFAKRAGILVREFSVGMGPKAVAFR.RHATTYTLRLLPIGGYVRMAGVADDEDEEL 79
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT.TEI 78
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDT.TEI 78
consensus ***!!!!***!***!**!!!!!!*!!!!*!!!!!!!**!!!!!**!******!*!!*!*!!*!!!!!!!!***!* *!*
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NVTATYDLEKDEKLWTI ETGYLEVNLGDEESELTKHTYREVDHDATIVESEDGTEVLQR IAP

NTDB id 101158 ACKTTY RS07725 WP 308703259.1 KPGTPVSLQIGEDGLVHSINASKKTTLFNGIPLSVTATDLEKELWIEGYENGDESELKHYRVDHDATIVESDGTEVQIAP 159
NTDB id 323 STU RS10650 WP 011225396.1 KTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAP 155
NTDB id 291 STER RS01205 WP 011680685.1 KTGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAP 155
consensus !*!*!*!!**!*!!*!**!!*!*********!**!!!*!!!**!*!*!***!* *!*!*!!!!!!!!!*!!!!**!!!
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NTDB id 101158 ACKTTY RS07725 WP 308703259.1 VDVQFQSAKLWQRMLTNFAGPMNNFLLAIVTFAILAFMQGGVTTVTTKVQDTTANSVARQAGLKAGDEIVAVNGKKNTSA 239
NTDB id 323 STU RS10650 WP 011225396.1 KDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDW 235
NTDB id 291 STER RS01205 WP 011680685.1 KDVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDW 235
consensus *!!!*!*!**!*!**!!!!!!!!!!*!****!*!!!!*!!!!****!**********!***!!!*!!*!!!*!**!*!**
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NTDB id 101158 ACKTTY RS07725 WP 308703259.1 QSISLLIQDSPNK.....TVHLTVKQ.GSQTRQIAVKPAAKTISGNRIGQIGVRWATSTDTSLGAKLAYGFTGSWNITKQ 313
NTDB id 323 STU RS10650 WP 011225396.1 DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQ......GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATA 309
NTDB id 291 STER RS01205 WP 011680685.1 DSLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQ......GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATA 309
consensus *!**********!*********!!!****!***!*!!!* ** !***********!*!**!***!!***!*****
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MFAQTMTSSAQAASKESGLRIQSVI ILYDLLMAGVMLS INLGIVFNLLIP IPALDGGKI LVLMNIVI EGAIRGRKPLRN

NTDB id 101158 ACKTTY RS07725 WP 308703259.1 IFQVLGRMVTHGFSLNDLGGPVAIFATTSQAAKSGLRQVIYLLAVLSINLGIVNLLPIPALDGGKILLNIVEGIRGKPLR 393
NTDB id 323 STU RS10650 WP 011225396.1 ILATLKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN 388
NTDB id 291 STER RS01205 WP 011680685.1 ILATLKGL.ITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLN 388
consensus !***!*** ***!!!!*!!!!!!*!****!!**!!!*****!***!!!!!!!*!!*!!!!!!!!!!**!!*!*!!*!!!*
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NTDB id 101158 ACKTTY RS07725 WP 308703259.1 VETESVITLIGFGLLMLLMVLVTWNDIQRYFF 425
NTDB id 323 STU RS10650 WP 011225396.1 QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 QEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus *!*!!*!!!*!******!!**!!!!!!*!*!!
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