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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ..........MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEA.LSVADVTALLHAMMDDARQAEFKQTREAN 69
NTDB id 1011495 V8F66 RS01730 WP 179916746.1 MSQDAQLSPAQWLHQLLDIMVEQNASDLLISVGAPPSLKMPDGLVPLGQQRLTAHQVSELVTHALPEGLRERFTCEHEAN 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ..........MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECN 70
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ..........MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECN 70
NTDB id 1307 DR RS10055 WP 010888596.1 ......MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRELD 74
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ..........MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETD 70
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ..........MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFFETD 70
NTDB id 1202 PSJM300 01600 AFN76400.1 ..........MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRINLPAMDHKQVHALIYDIMNDKQRKDFEEFLETD 70
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ..........MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPPLEHKQVHALIYDIMNDKQRKDFEEFLETD 70
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 FAVVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQ 147
NTDB id 1011495 V8F66 RS01730 WP 179916746.1 FALSREG.KWRFRVSAFQQRNQMAMVVRSIAMEIPCLEALGVPEQLAELAQAKRGLVLVVGGTGTGKSTTLAAMIQQRNE 159
NTDB id 1203 PSJM300 01605 AFN76401.1 FAISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNK 149
NTDB id 1019 ACIAD RS04205 WP 004922051.1 FAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQ 150
NTDB id 1307 DR RS10055 WP 010888596.1 FSFALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINT 153
NTDB id 1283 ACE17W RS02630 WP 010947729.1 FSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINS 149
NTDB id 1259 GCO85 RS10305 WP 010947729.1 FSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDYINS 149
NTDB id 1202 PSJM300 01600 AFN76400.1 FSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAAMLDYLNN 149
NTDB id 1194 PAKAF RS01995 WP 003084552.1 FSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDYLNN 149
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 HRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLH 227
NTDB id 1011495 V8F66 RS01730 WP 179916746.1 TVGGHIISIEDPIEYLHSHKRAIVNQREVGIDTESFEVALKNTLRQAPDVILIGEIRTRETMEHALTFAETGHLCLATLH 239
NTDB id 1203 PSJM300 01605 AFN76401.1 NSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLH 229
NTDB id 1019 ACIAD RS04205 WP 004922051.1 HSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLH 230
NTDB id 1307 DR RS10055 WP 010888596.1 TKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLH 233
NTDB id 1283 ACE17W RS02630 WP 010947729.1 SRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLH 229
NTDB id 1259 GCO85 RS10305 WP 010947729.1 SRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFGTLH 229
NTDB id 1202 PSJM300 01600 AFN76400.1 TKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLH 229
NTDB id 1194 PAKAF RS01995 WP 003084552.1 TKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLH 229
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARS 307
NTDB id 1011495 V8F66 RS01730 WP 179916746.1 ANNANQALERIIHFFPHERHEQIWMDLSLNLRAVVAQQLLPTLAG.GRCAAIEIMLQSPRIADLIRKGEVAEMKAAMAKS 318
NTDB id 1203 PSJM300 01605 AFN76401.1 ANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRS 309
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARS 310
NTDB id 1307 DR RS10055 WP 010888596.1 TNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTG 313
NTDB id 1283 ACE17W RS02630 WP 010947729.1 TNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTG 308
NTDB id 1259 GCO85 RS10305 WP 010947729.1 TNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSIQTG 308
NTDB id 1202 PSJM300 01600 AFN76400.1 TTSAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLKK.VGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSSIQTG 308
NTDB id 1194 PAKAF RS01995 WP 003084552.1 TTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIKK.IGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSAIQTG 308
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 QEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDYGSGSLQN...VKIDME................ 368
NTDB id 1011495 V8F66 RS01730 WP 179916746.1 RDAGMQTFDQALHDLHQAGHISREVAMAHADSANDLRMLLNVSDAKGRNLSLDEQ...VPSHLSLRDGDD.....Y.... 386
NTDB id 1203 PSJM300 01605 AFN76401.1 TDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSVS....Q.GLTLEMSDDDPGRSFR... 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 GELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRER...MS.EMERKMTFDGQRRNLK... 383
NTDB id 1307 DR RS10055 WP 010888596.1 AREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGA 393
NTDB id 1283 ACE17W RS02630 WP 010947729.1 QAKGMQTLDQHLTELVNKNIISKHTAHEAALNKSLF............................................ 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 QAKGMQTLDQHLTELVNKNIISKHTAHEAALNKSLF............................................ 344
NTDB id 1202 PSJM300 01600 AFN76400.1 GSLGMQTLDSCLKGLLAKGLISRDSAKEKAKQPENF............................................ 344
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