
logo ML
INRSVVLVGRLTKRDVPDELRYTPSGNSGAAVGASTFSTMLAVNRQSTFTNAQSNGDEREADF INCVTIWRRKAQSAENVFANFLTHKKGSLAVGI

VDGR I
LQTR

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 101143 ACKTTY RS00040 WP 308701887.1 MINRSVLVGRLTRDPELRYTSGGAAVASFTLAVNRSFTNQNGEREADFINCVIWRKAAENFANFTHKGSLVGIDGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!*!!!!!!!*!**!!!!* !!!!**!**!!!!*!!!**!*!!!!!!!!!*!!* !!!*!!!**!!!!*!*!!!*!!!

logo NYENQQGQRVFYVTEVQVAVEDSNVFQSFLLEPSKRANTEGTGSTGEQRSHRQGTADNGGNGASSNQSNAFGNGSYNENQGNSNSGGSYGNQRQDQNAAGPQQYFSGSGSGNNQNDNNPFGGNGNPAQ
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGS........G...SGGYNEGNSGG.......GQYFGGGQNDNPFGG.... 138
NTDB id 101143 ACKTTY RS00040 WP 308701887.1 NYENQQGQRVYVTEVVVDNFSLLESRAESERHQTANGGNGSSNNAGYNNNNGYNRQDQNAAPQQSSSNNNNNPFGNGNPA 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGD....GASQNFNSNQSNGSQ.........................Q 131
consensus !!!!!!!!!!*!!!!*******!!** ** * ! ******!* !* * * ** ****

logo SAGAFSSNTASPAQGQNTGNNQNGNAGQNPRARTNPSAGQAGSNSNFNTNQDADPFANDNGDKQAPQIDI SDDDLPF
NTDB id 113 BSU 40900 NP 391970.1 ...........NQNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 101143 ACKTTY RS00040 WP 308701887.1 SAASSNAPAGNGNNGAPTSGSNNNQADPFANNGDQIDISDDDLPF 205
NTDB id 624 LCA RS00040 WP 011373726.1 SGF..TSPQQT....GNAPAANNTQADPFANNGQAIDISDDDLPF 170
consensus ** * ** * **!* **!!!!!*! !!!!!!!!!!
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