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NTDB id 1011415 ABR331 RS10180 WP 012391093.1 MIITIITFIIVFGILVLVHEFGHYYFAKRAGILVREFSIGMGPKVWWRR.SNGTTYTIRILPLGGYVRLAGTDEDEDELR 79
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
consensus ***!!!!***!***!**!!!!!**!!!!*!!!!!!!*!!!!!!********!!*!!!!!!!!!!!!!*!!**!!**!**

logo

P
TGTSPVATSLQTTLNGEKEDGKVTRLR INALSEDKREQTVLDLQETGAI

LPLMRNI
V
V
T
D
A
S
YDLEDKL ITI STGYLEVNLDGDEETEVTKTYPEVDHDATIVEREDGTEVLR IAPK

NTDB id 1011415 ABR331 RS10180 WP 012391093.1 PGTPVTLQTNEEGKVTLINASEKETLLEGIPLRIVDSDLEDKLIISGYENDDEETVKTYPVDHDATIVERDGTEVRIAPK 159
NTDB id 323 STU RS10650 WP 011225396.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPK 156
NTDB id 291 STER RS01205 WP 011680685.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPK 156
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NTDB id 1011415 ABR331 RS10180 WP 012391093.1 DVQFQSASLPARMMTNFAGPMNNFILSLLVFIILGFTLSGIPTNSNVLGGVTKDSVAAKAGLVSGDKITRVATTKVSTWN 239
NTDB id 323 STU RS10650 WP 011225396.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
NTDB id 291 STER RS01205 WP 011680685.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
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NTDB id 1011415 ABR331 RS10180 WP 012391093.1 DISQAISPNPGK.....KLAVTYQRDGKTYHTTVTPKATKQGSQTVGMIGIREEEKFDPVARINYGWRQFITAGTLIFAV 314
NTDB id 323 STU RS10650 WP 011225396.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPV...LKTGLKDKIFGGFQMAWEGATAILAT 313
NTDB id 291 STER RS01205 WP 011680685.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPV...LKTGLKDKIFGGFQMAWEGATAILAT 313
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NTDB id 1011415 ABR331 RS10180 WP 012391093.1 LGHMITHGFSLNDLGGPVAIYAGTSQATSLGINGILAFLAMLSINLGIVNLIPIPALDGGKLLLNIVEGIIRRPIPEKVE 394
NTDB id 323 STU RS10650 WP 011225396.1 LK.GLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
NTDB id 291 STER RS01205 WP 011680685.1 LK.GLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIE 392
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NTDB id 1011415 ABR331 RS10180 WP 012391093.1 GILNLAGFAILMILMVLVTYNDIQRYFIH 423
NTDB id 323 STU RS10650 WP 011225396.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 SYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
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