
logo MWELVKAGGWI
MMLP I I LCSS IAALTAGI IVERLWTLRAPNSR I

V
A
TPPHQLLGQVWKRMWI

VKDKQLNSANQKLKELRADSSPLGE I LAAGLAN
NTDB id 1011056 ABS648 RS10145 WP 031287691.1 MWELVKAGGWMMLPIILSSIAATAIIVERLWTLRANRIAPPQLLGQVWRMVKDKQLNAQKLKELRASSPLGEILAAGLAN 80
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLAN 80
consensus !!!!!!!!!!*!!!!!!*!!!! *!!!!!!!!!!* !* !!*!!!!!!* *!!!!! !!!!!!!! !!!!!!!!!!!!!

logo SKHRGRE IMKEC I EEAAASRVI
VHDELERYLNATLGTIAAGI

M
A
GPLLGLLGTVFLGMIE I FSAGFMDGNSGMANAPALLAGGIGSKAL ITTAA

NTDB id 1011056 ABS648 RS10145 WP 031287691.1 SKHGREIMKECIEEAASRVIHELERYLNTLGTIAAMGPLLGLLGTVFGMIEIFSGFMDNGMANAPALAGGIGKALITTAA 160
NTDB id 1200 PSJM300 12655 AFN78593.1 SKRGREIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGMANAPLLAGGISKALITTAA 160
consensus !!*!!!!!!!!!!!!! !!*!*!!!!!! !!!!!***!!!!!!!!! !!!!!!!*!! !!!!!! !!!!! !!!!!!!!

logo GLMVVAGIPALVFFHRFLLRRVDELVVAGMEQEAIKLVEVTVQGDRDEVDFLAGEEGGKAKA
NTDB id 1011056 ABS648 RS10145 WP 031287691.1 GLVVAIPAVFFHRFLLRRVDELVVAMEQEAIKLVEVTQGDREVDFAEEGKA 211
NTDB id 1200 PSJM300 12655 AFN78593.1 GLMVGIPALFFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA. 210
consensus !!*!*!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!! !!!!*!! *! *

X non conserved

X similar

X ≥ 50% conserved


