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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1011055 ABS648 RS10140 WP 350448162.1 MTGRLVALACGLASLRFMPGLP........TGGWLLAAAVLGGVLLFTR....LRLPGLFLLGGAWACFFAQQALDDRLA 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLP........SFGWLLALAPVGLLLLPFR....WRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1011055 ABS648 RS10140 WP 350448162.1 MALDGETRWLQGQVVGLPQRGGGVVRFELED.AVAPGLRLPQRMRLSWYGG....................PEVRGGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELED.IHSRHAGLPSRIRLAWYGG....................PEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1011055 ABS648 RS10140 WP 350448162.1 RLAVTLKRPRGLVNPHAFDYEAWLLARHTGATGSVKAGEPLQRG............SGPAAWRDRVRQGIES.VPAHGRN 194
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLT.VEAHGRA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1011055 ABS648 RS10140 WP 350448162.1 GGIAALVLGDGSGIDSADWQLLLNTGTVHLMVISGQHIALLAAVLYGAVALL.......ARLGI..WPRRLPWLPCACAL 265
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGI..WPQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1011055 ABS648 RS10140 WP 350448162.1 AFVGSLGYGLLAGFDVPVQRSCLMTAIALLWRLRFRHLGVLRPLLVAFCVVLAADPLASLQAGFWLSFGAVALLVLIFA. 344
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR. 344
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALP.EP 479
NTDB id 1011055 ABS648 RS10140 WP 350448162.1 ......GRLGVPPWWRSW.......WRAQWTMGLALSPLLLAMALPISLSGPLANLIAVPWVSLVSVPLSLLGAALQGVP 411
NTDB id 1199 PSJM300 12650 AFN78592.1 ......GRLGVPSWWRAL.......LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 1011055 ABS648 RS10140 WP 350448162.1 GLGAGLLWLAGGSLELLFRLLGWIAEWIPAWQATAVPVWAWLLGMLGCLLLIVPAGMP...VRALGLALLLPTLFPPVER 488
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 1011055 ABS648 RS10140 WP 350448162.1 PAWGRADIWLLDVGQGLSVLVRTREHALLYDAGARRGDF.DMGERVVLPSLLGLGVRRLDQMLLSHADNDHAGGAGAVMR 567
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 1011055 ABS648 RS10140 WP 350448162.1 GMPVARVVSGEPERL.......PASLGAEACRD.QAWEWDGVRLRTWHW......DAARTGNDRSCVLSVEARGERIHLT 633
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRW......PQATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 1011055 ABS648 RS10140 WP 350448162.1 GDIGAQAEAAWIASG..EPLPADWLLAPHHGSASSSSAALIGAVAPRGALITRGSHNAFGHPHSTVIARYRAAGAAIHDT 711
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1011055 ABS648 RS10140 WP 350448162.1 AESGALLIRLGERD.EV.RGLRTQARFWREK................. 740
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAFG.GA.RRMRDEPRFWREK................. 741
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