
logo MI
T
D
G
L
WLRAVLLPRARCPGCGQARQLGRSAADGLCDPARCRAGEQLRAPQRVEYRHRSLPLRSAPDQADTVPHLVATLGPRYQRGVLPGRRATVRALKYGGARDELVAGPLP

NTDB id 1010489 ABOD76 RS14520 WP 350242680.1 MTGWLRALLPRRCPGCQRQLGSADGLCPACRGQLRAQVYRRSLLRPDDVPHLVALGPYRGVLGRTVRALKYGGARELAPL 80
NTDB id 1312 DR RS07135 WP 027480036.1 MIDLLRVLLPRACPGCGAQLGRAAGLCDRCRAELRPRVERHSPLSAQATPHLVTLGRYQGVPRRAVRALKYGGARDVAGP 80
consensus ! !! !!!! !!!! !!! ! !!!* !!* !!* ! !*!*! * !!!! !!*! !!* ! !!!!!!!!!!**!**

logo LGARALAAEGVPAASWQI
V
A
RAVLVHPVPLMHPASRLQREQRGYDNQAAELLAAQAEMVAAREQLGVPCHLVPTALLATRTVRAQGTAGPQQAKLQAHAESEQRRSSTANLAQGAF

NTDB id 1010489 ABOD76 RS14520 WP 350242680.1 LGAALAEGVPAAWQVRAVLHVPMHPARLRQRGYDQAALLAAEVARQLGVPHVTALARVRQGGPQAKQAAEQRRTALQGAF 160
NTDB id 1312 DR RS07135 WP 027480036.1 LGRALAAGVPASWQIAAVVPVPLHPSRQRERGYNQAELLAQAMAAELGVPCLPLLTRTRATAQQAKLHASERSSNLAGAF 160
consensus !! !!! !!!! !!* !!* !!*!! ! ! !!! !! !!! *! !!!! ** ! ! ! **!!! *! ! * ! !!!

logo

A
V
C
VRGASVPAPGATLL ILLDDVLMTTGSTLLTACRDALHTAQAGAVGTDPLVKYYAAVVAR

NTDB id 1010489 ABOD76 RS14520 WP 350242680.1 VCR.SVPAGALLLLDDVMTTGSTLTACRDALTQAGAGPVYYAVVAR 205
NTDB id 1312 DR RS07135 WP 027480036.1 AVRGAVPPGTLLILDDVLTTGSTLLACRDALHAAGVTDLKYAAVAR 206
consensus *!* !!*! !!*!!!!*!!!!!! !!!!!!* !! ** !! !!!

X non conserved

X similar

X ≥ 50% conserved


