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NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1010483 ABOD76 RS11885 WP 350245059.1 .MALSIGDRRLGAILLEQGYVNDTDLQRALDRHAEVGGRLADILIDGGMVGEKRIARAVEEALGIPLVNLTSVTPDVAAL 79
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
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NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSG 160
NTDB id 1010483 ABOD76 RS11885 WP 350245059.1 ACLTAQVAHNALAFPFALE..GDTLRVAFVDPLNNLNLETVEDASGLNVELYQALREQVQWAIAANYPELGLNVSAPSDG 157
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
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NTDB id 1028 TT RS08215 WP 011173991.1 ..EGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILVRK.GLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1010483 ABOD76 RS11885 WP 350245059.1 QDG..TVSLLGQRLINRGLLSELQLKDALQHQKQSGDPLGALLVNMRLITEEQLYETLAEQAGTLFVRNPKDFNPDEEVL 235
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
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NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 1010483 ABOD76 RS11885 WP 350245059.1 GLLLRADALRLSAVPVDETAGKVTVIGSDPRRREDIQALMGKPVDLLLARPDDVDTLIERAYPQRGRLGEQMVQQGTLSR 315
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
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NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEE 397
NTDB id 1010483 ABOD76 RS11885 WP 350245059.1 EQLREALQVQARTGKVKPLGEVIVDLGFAASDEIEAAIQKQNAGGGRLEDTLVQSGKLSPEMLARSLATQLGYEYLDPVQ 395
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQ 397
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NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPLLLPEDLCRRYGVFPHRLEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGK 477
NTDB id 1010483 ABOD76 RS11885 WP 350245059.1 SPPDPKVALLIPESTARRYVVVPMRLQGDALVVAMKDPRNVFALDDLRLLTG.....REIQPAVMAEKDIVRLIERYFGS 470
NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVALMIPEATARRYVVVPVRLQGNSLVVAMKDPRNVFALDDLKLITG.....KEILPAVMAEKDIIRLIERYFGE 472
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NTDB id 1028 TT RS08215 WP 011173991.1 AELSEIAKEFAKKQAEEE.....VPSPLELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLP 552
NTDB id 1010483 ABOD76 RS11885 WP 350245059.1 QDMAALNEELAKNSRGREKEREAAQDQANLDDNAVVKVVDSIIREAALQEASDIHIEPSETAVRVRYRVDGNLRDHMELP 550
NTDB id 1306 DR RS10060 WP 027479822.1 KGFEKLNKELAERNKTQQS...QEADLSVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFP 549
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NTDB id 1028 TT RS08215 WP 011173991.1 KGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFER 632
NTDB id 1010483 ABOD76 RS11885 WP 350245059.1 KGSAQSVLARIKILGQLDIAERRIPQDGRVRFKKGSIDLDLRLSTLPTLYGEKAVMRLLQKASNIPEVEQLGLSEHNFQR 630
NTDB id 1306 DR RS10060 WP 027479822.1 KGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYAR 629
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VEYEVIPGIVNQTSQVNNPQSVTAGLMTFARALRAFLRQDPD
NTDB id 1028 TT RS08215 WP 011173991.1 FKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPD 712
NTDB id 1010483 ABOD76 RS11885 WP 350245059.1 FTDLIEKPNGIFLITGPTGSGKSFSSFSILKRIARPEKNTTTIEDPVEYEIPGINQSQVNPVAGMTFARALRAFLRQDPD 710
NTDB id 1306 DR RS10060 WP 027479822.1 YTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPD 709
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NTDB id 1028 TT RS08215 WP 011173991.1 IIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDP 792
NTDB id 1010483 ABOD76 RS11885 WP 350245059.1 IIFVGEIRDAETAKIATEAALTGHLVLATLHTNDAPGAVTRLEEMGVEHFNIGAALIGVLAQRLVRKVCQECRTPTNADP 790
NTDB id 1306 DR RS10060 WP 027479822.1 IIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADP 789
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NTDB id 1028 TT RS08215 WP 011173991.1 ETLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLY 871
NTDB id 1010483 ABOD76 RS11885 WP 350245059.1 DVLRRLGIGERELTGATLYRGAGCPRCGGTGYKGRMGIHELMVIDDPLRRGIGKALSANDLRDIATEQSNMKTLRQDGIE 870
NTDB id 1306 DR RS10060 WP 027479822.1 EVLRRLGISERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIE 869
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NTDB id 1028 TT RS08215 WP 011173991.1 KALQGITTLEEVLARTIE 889
NTDB id 1010483 ABOD76 RS11885 WP 350245059.1 KAMAGITTLEEVLAVTSA 888
NTDB id 1306 DR RS10060 WP 027479822.1 KALQGLTTLEEVLAVTAS 887
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