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NTDB id 1010229 ABOA58 RS17865 WP 350299441.1 MLTELSIRNFAIIDSLSVSFEKGLTVLTGETGAGKSIIIDAVHLLVGGRGSAEFIRHGESKAEIEGLFQIEDEKHPVFAK 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLE.SGHPVLGV 79
consensus !! !!!!*!!!!!* !*!!!!*!!!!!!!!!!!!!!!!!!!**!!!!!!!! !!*!*!! !!!*!!!! *!* !!! *
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A
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NTDB id 1010229 ABOA58 RS17865 WP 350299441.1 AEEFGLDMNDGMAILRRDISQSGKSVCRVNGKLVTISTLREIGRTLIDIHGQHEHQELMDERLHLPLLDQFGGEKIASAL 160
NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
consensus * ! !*!* ! ! **!!!!! !!!!!!!!!!!!!!! *!!!!!! !*!!!!!!**! !!** !!*!!! !*! * !!!
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NTDB id 1010229 ABOA58 RS17865 WP 350299441.1 TEYQKLYKRYETASKQLNALSQNEQQMVHRLDLIQFQFDEIQKADLKLREDEELMEERKKINNFEKIHEALQTSYNALNG 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
consensus !! ! !! ! ! !! !! ! !!!!!!!!! *!! ! ! ! !!! ! !!! ! !!!!!*! !! !!!!
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LDWLVGSMVAMSANNQLEDEAIASDGI
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NEGPLKKNMSSESTVSNSYFYLLEDEATVFSNQI

MRDNMQLDESLDEFYDPTERLVENFYI ESTRLNE IKNQLKRKYGART
NTDB id 1010229 ABOA58 RS17865 WP 350299441.1 EQHAIDWLSVAMNNLEEAAGLDEGLKNSSETVSNSYFLLEEAVSNIRDQLDSLDYDTERVEFIESRLNEINQLKRKYGRT 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus !!***!!* *! *!!* * !*!! !!*!!!!!*!!!*! **! !! !**!*!!* *!!*!!!!! !!!!!!! !
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NTDB id 1010229 ABOA58 RS17865 WP 350299441.1 IEEILEYGAAIEEEVEKLQNRETHIAKLEKEMKSIKADLIVEAKNLSELRQNFAQQLTKKIHKELKDLYMEKTIFEPHFL 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
consensus *!*!!!!* !!!!** * !!**!* ! !!* !* !* !!! !*! *! *! ! !!*!!! !!!!!* !***!
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LDLSMVEKFLYI STNPTGEPLKPSLSKI
VASGGELSR I

VMLAI
LKS I FSKSHQQDGI

VTS I I FDEVDTG
NTDB id 1010229 ABOA58 RS17865 WP 350299441.1 QTAYTFDE......LSDRGINQSGLDSMEFYISTNPGEPLKPLSKIASGGELSRIMLALKSIFSKHQGITSIIFDEVDTG 474
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus * !****** * * !*! * ! !!!!*!!!!!*!!!*!!!!!!!!*!!!*!!!!! *! *!!!!!!!!!!!

logo VSGRVAQAS IAEKIHYKVAS ITGSQVLC I STHLPQVAAMADTHLFYIAKENLVKRADGRTNTTRSVKPL ISEKQTEKVAKE IGRMIASGVE I
VTDLTK

NTDB id 1010229 ABOA58 RS17865 WP 350299441.1 VSGRVAQSIAEKIYKVATGSQVLCISHLPQVAAMADTHLFIAKNVRAGRTNTSVKPLIETEKVKEIGRMISGVEITDLTK 554
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!!!!! !!!!!*!! !!!!!!!*!!!!!!!!!!!!!*!!! ** !!! ! !!!! !!! !!!!!! !!!*!!!!!
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RHAKNEL ILKQLQADKQRLVKI

TTGS
NTDB id 1010229 ABOA58 RS17865 WP 350299441.1 QHANELIQLAKRLKITS 571
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
consensus !! !!* ! *! !
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