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NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDR..EADFINCVIWRKSAENFANFTKKGSLVGVDG 75
NTDB id 1010054 ABN702 RS20440 WP 386644773.1 ..MLNRVVLVGRLTKDPELRYTPSGVAVATFTLAVNRTFQNQ.QGER..EADFINCVVWRKQAENAANFLKKGSLAGVDG 75
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGVDG 75
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNA.SGEI..EADYVNCTLWRKTAENTALYCQKGSLVGVSG 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEG 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEG 80
consensus **!*!***!*!**!***!*** ! !!*****!***** * !** **********!* !!* *****!!******!
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NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQSG.......FT..S...PQQTGNA 143
NTDB id 1010054 ABN702 RS20440 WP 386644773.1 RIQTRNYEGQDGKRVYVTEVVAEGVQFLEPKGSG....GSGGSGGYNNNRPNPNQDQ..GYGSSPFGYDQNQQQRSNNNN 149
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGG....GSG.SGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQG.. 148
NTDB id 112 BSU 36310 NP 391512.2 RIQTRSYENEEGVNVYVTEVLADTVRFMDPKPRE....KAAD...................................... 113
NTDB id 1131 NGFG RS05740 WP 003695064.1 RIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPY.DEGYGQSQ........EAYQRP.AQ..QSRQ..PAPDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 KLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQ.GSGWNQAPAQTN.YNQGGYSDN.YA..QNNN..FNGGN 153
consensus ****! ** * ! ********* * ** * * * *** * * * *
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NTDB id 624 LCA RS00040 WP 011373726.1 ....PAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 1010054 ABN702 RS20440 WP 386644773.1 ....QGYTRVDDDPFKNDGQPIDISDDDLPF 176
NTDB id 113 BSU 40900 NP 391970.1 .......NSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ............................... 113
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ....ATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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X non conserved

X similar

X ≥ 50% conserved


