
logo MYIEQENLESLRTHSYRNYDQHSALEALQVFENGKVNVI ILGENAQGKTNLVMEAS IYVLASMAKSHRTSNDKDEL IRSWDEKDEYAKI EGR I
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NTDB id 1010053 ABN702 RS20330 WP 417898428.1 MYIEELSLRHYRNYQSLEAVFENGVNVILGENAQGKTNVMESIYVLAMAKSHRTSNDKDLISWDEEYAKIEGRIHKRNGP 80
NTDB id 353 BSU 00040 NP 387885.1 MYIQNLELTSYRNYDHAELQFENKVNVIIGENAQGKTNLMEAIYVLSMAKSHRTSNDKELIRWDKDYAKIEGRVMKQNGA 80
consensus !!! ! ! *!!!! * ! !!! !!!!*!!!!!!!!!*!! !!!! !!!!!!!!!!!*!! !! *!!!!!!!**! !!*
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NTDB id 1010053 ABN702 RS20330 WP 417898428.1 LPLQLVISKKGKKAKSNHLEQSKLSQYIGNMNIVMFAPEDLTLVKGSPQVRRRFIDMELGQVSPIYMHDLARYQKVLQQR 160
NTDB id 353 BSU 00040 NP 387885.1 IPMQLVISKKGKKGKVNHIEQQKLSQYVGALNTIMFAPEDLNLVKGSPQVRRRFLDMEIGQVSPVYLHDLSLYQKILSQR 160
consensus *!*!!!!!!!!!!*! !!*!! !!!!!*! *! *!!!!!!! !!!!!!!!!!!!*!!!*!!!!!*!*!!! !!!*! !!

logo NHFYLKQLQTRKQKTDERTMLDFVLTDEQLMVELVAAKVTVI
VKRLEQF ITAQLQLEQKWAQP IHASGS I SRGLEELTI

L
I
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NTDB id 1010053 ABN702 RS20330 WP 417898428.1 NHYLKQLQTRKQKDETMLFVLTEQMVELAAKVTIKRLEFIQLLQKWAQPIHSSISRGLEELTIIYKPSIDHVSESLNLSK 240
NTDB id 353 BSU 00040 NP 387885.1 NHFLKQLQTRKQTDRTMLDVLTDQLVEVAAKVVVKRLQFTAQLEKWAQPIHAGISRGLEELTLKYHTALD.VSDPLDLSK 239
consensus !!*!!!!!!!!! ! !!! !!!*!*!!*!!!! *!!! ! ! !!!!!!! !!!!!!!!!* !** *!*!!**! !!!
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NTDB id 1010053 ABN702 RS20330 WP 417898428.1 MIEAYNEKFDKIKDREIERGVTLFGPHRDDLIFHVNGKEVQTFGSQGQQRTTALSLKLAEIDLIYSVVGEYPILLLDDVL 320
NTDB id 353 BSU 00040 NP 387885.1 IGDSYQEAFSKLREKEIERGVTLSGPHRDDVLFYVNGRDVQTYGSQGQQRTTALSLKLAEIDLIHEEIGEYPILLLDDVL 319
consensus * * !*! ! !****!!!!!!!! !!!!!!**!*!!!**!!!*!!!!!!!!!!!!!!!!!!!!!* *!!!!!!!!!!!!

logo SELDDYRQSHLLHNTIQGKRVQTFVTTTSVDGIDHEKTLKRQAAGMTFYERVQVNSGASLKVKLN
NTDB id 1010053 ABN702 RS20330 WP 417898428.1 SELDDYRQSHLLNTIQGKVQTFVTTTSVDGIDHKTLKQAATYEVVSGSLKKLN 373
NTDB id 353 BSU 00040 NP 387885.1 SELDDYRQSHLLHTIQGRVQTFVTTTSVDGIDHETLRQAGMFRVQNGALVK.. 370
consensus !!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!! !!*!!* * ! ! ! !**
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