
logo

MAEQTAVKK
M
L
S
D
Q
E
NRKTDHI

L
E
S
A
E
E
K
D
YTWDRLETDTI FASSTDAEADWEKTEFYEQESTVKVGQDMI

L
G
KKAIQSADFYAEGHTLLSDKSAEKNLLYEGALTEQLYQYDMS ILMSRSRLEGKI

LY
NTDB id 1010034 ABN702 RS13175 WP 417897294.1 MAEQTAVKKLQERKDISAEDTWRLEDIFSSDEAWEKEFQEVKGMIGKIQDFEGTLSKSAENLYEALQYQDSISSRLGKLY 80
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NTDB id 1010034 ABN702 RS13175 WP 417897294.1 EEALLAEASEVLSASSNTFGMLNNADLTFPSVKDENGEEVEITHGRYIRFLECENQEVRKNAFKAVYETYGKYKNTFAST 240
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