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NTDB id 1010020 ABN702 RS03800 WP 417899462.1 MLASKSRWNVNKPDQEQVRNLAESLKVAPLIASLLVNRGLDDYETAKSFLNTETQEFHDPFLLEDMEKVVQRIETAIQNE 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !!!!! !! ***!!!* !* ! ! !** !!*!!!!! !! ! !*!* !!*! *!*!!! * ! !! !! *
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NTDB id 1010020 ABN702 RS03800 WP 417899462.1 EKILVFGDYDADGVSSTTVMVTALREKGAKVDFYIPNRFTEGYGPNETAFRQAKESGYSIIITVDTGISALHEADVARDL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus !!!***!!!!!!!!*!!*!!** ! ! !!!!!! !! !!!!!!! !!! !! !*!*!!!!!!!! !*!!! !!**!

logo GLVDLVI ITDHHEPGPEVLPDAVFRAI IVHPKKQEPGTCPTYPFKDELAGVGVASFYKLVAHALLGEKLNPDEEHLLDELVAAIGTIADLVPLHVDENRL IL
NTDB id 1010020 ABN702 RS03800 WP 417899462.1 GVDLIITDHHEPGPVLPDAFAIIHPKKETCPYPFKDLAGVGVSYKVAHALLGKNPEHLLEVAAIGTIADLVPLVDENRLL 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!*!!!!!!!!!! !!! !!*!!! * !*!!!!*!!!!!! *!*!!!!!! !**!!**!!!!!!!!!!!!*!!!!!*
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NTDB id 1010020 ABN702 RS03800 WP 417899462.1 ASKGIKKMQQTKRVGLKALLQKCGVELHTITEETIGFSIGPRINAVGRLDNADPAVHLLMTEDAEEAKALAEEMEAYNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus !* !* ** ! !*!!! !* *! *** !!!*!! **!!*!!!!!***!!!!!!!!!*!! !! !! !** !!!
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NTDB id 1010020 ABN702 RS03800 WP 417899462.1 RQQIVTQITEEAIKQVEEMYPPDENSFLIVAGHNWNAGVIGIVASRLVDRFYRPTIVLSLDGEKGLAKGSARSIPGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQGL..DQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus !! *!* *!*!!! !! ****** **!! * !!*!!*!!!!!*!!!!!!!! !!! *! !!!*!!!!!!!!*!! !!
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NTDB id 1010020 ABN702 RS03800 WP 417899462.1 ENLSTCRDILPHFGGHPMAAGMTLKLENVDELRDRMKQIADTILTEEDFTPITEVDIECELNEITLETIEQLEKLAPFGI 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus ! !! !!!!!!!!!!!!!!!!!!!! ! !**!! !* !!! !!!!!! !* !!!* ! * *!!*!*! * ! !!!*
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NTDB id 1010020 ABN702 RS03800 WP 417899462.1 ANPKPKVLVKGALPQQIRQIGNKSNHLKLVIEKEGSSLDCVGFGFGETYHHVSPIASLDVLGELAINEWNNFRKPQLFVK 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!!!*!!! !** *! !! !*!* ! ! ! !!!!!! !! *** ! * **!!* !!!!!! *!!!! *!
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NTDB id 1010020 ABN702 RS03800 WP 417899462.1 DLRIAEWQLFDIRSAKQLNQTLQGIDKKNLQILFFNTATLEEV..KIGEEHLPYLTNVEPGTEIDVEDKYIVLLDIPNEE 638
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! * !!!!!!*! * !* *** !* ! * *** ** ** *** !** !!!!!!*!*
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NTDB id 1010020 ABN702 RS03800 WP 417899462.1 ETLASLLRNSSPSRIYASFHQKENHYFSTIPTRDHFKWYYGFLSKKGPFDLNRYAEEIAKHRGWSKETIDFMSQVFFELE 718
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus * !! !! ! !!! !***! !* !! ! !!!!!!!!*!! !*!*!!* *** !*!!!*!!! !!! !!* !!!*!
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NTDB id 1010020 ABN702 RS03800 WP 417899462.1 FVTIDKGFIALNNAAKKRDFEESQTYRKKQQQVMLENLFLYSSYKQLKAWFDQHLTKQCTVHS..... 781
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !! !* ! * * *!!!!! *!!!! !!! * !** !!! !! ! ** * * *****
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