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NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLT.QWKLYIISAVVLIMVLIGFIFWRQDDYTSR...NFENKDTALKQSTSENNSLSKLEDVQVKDG 76
NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLT.QWKLYIISAVVLIMVLIGFIFWRQDDYTSR...NFENKDNALKQSTSENSSLSKVEDVQVKDG 76
NTDB id 595 KW2 RS08725 WP 021037687.1 MEKI.......LDKLKEYWKIMLL..VVCALIAGGIFYIFTNSPKPAETLSVENLSSSSTKS......S....VSKFNSS 61
NTDB id 100997 AXE83 RS06565 WP 049528175.1 MEEL.......IEKIKEYKIIVIC..AGLGLVLGGFFLLKPVAQTPAKESNLQSEVIAVPKD......STDEKE.DGNQK 64
NTDB id 521 SMSK321 RS04960 WP 000443804.1 MESI.......IEKIKEYKIIVIC..TGLGLLVGGFFLLKPAPHTPVKETNLQAEVVAISKD......SSTEKDVKKEEK 65
NTDB id 493 SM12261 RS04300 WP 000387351.1 MEAI.......IEKIKEYKIIVIC..TGLGLLVGGFFLLKPAPQTPVKETNLQAEVVAVSKD......SVSEKEVKKEEK 65
NTDB id 153 SP RS04730 WP 000387344.1 MEAI.......IEKIKEYKIIVIC..TGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKD......SSTEKEVKKEEK 65
NTDB id 263 KZH43 RS04195 WP 000387330.1 MEAI.......IEKIKEYKIIVIC..TGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKD......LVSEKEVNKEEK 65
NTDB id 222 SPD RS04535 WP 000387330.1 MEAI.......IEKIKEYKIIVIC..TGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKD......LVSEKEVNKEEK 65
NTDB id 188 SPR RS04295 WP 000387330.1 MEAI.......IEKIKEYKIIVIC..TGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKD......LVSEKEVNKEEK 65
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NTDB id 20 SA RS08005 WP 001802022.1 DNSKNKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEPQIEVN. 154
NTDB id 36 MW RS08230 WP 001793467.1 DNSKNKGPVYVDVKGAVKHPNVYKMTSKDRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQIGVN. 154
NTDB id 595 KW2 RS08725 WP 021037687.1 SSEKNKNEIMVDLKGAVAKPNVYQISSDERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDSPT 141
NTDB id 100997 AXE83 RS06565 WP 049528175.1 EEVVEQDLITVDVKGAVKTPGIYDLPVGSRINDAVQKAGGLTDNADSKSINLAQKISDEALVYVPTKEEATSQAT..QSN 142
NTDB id 521 SMSK321 RS04960 WP 000443804.1 EEPVEQDLITVDVKGAVKSPGIYDLSVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTGSGA 145
NTDB id 493 SM12261 RS04300 WP 000387351.1 EEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAGPGT 145
NTDB id 153 SP RS04730 WP 000387344.1 EEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGSGT 145
NTDB id 263 KZH43 RS04195 WP 000387330.1 EEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGT 145
NTDB id 222 SPD RS04535 WP 000387330.1 EEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGT 145
NTDB id 188 SPR RS04295 WP 000387330.1 EEPLEQDLITVDVKGAVKSPGIYDLPVGSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGLGT 145
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NTDB id 20 SA RS08005 WP 001802022.1 ..SVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 36 MW RS08230 WP 001793467.1 ..SVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVKGFGSKTFDKLKSYFTI. 228
NTDB id 595 KW2 RS08725 WP 021037687.1 GSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEISID 218
NTDB id 100997 AXE83 RS06565 WP 049528175.1 A......SNSKENKKVNLNKASLEELKQVKGLGAKRAQDIIDHRDSNGKFKSVDELKKVSGIGAKTIEKLKEYVTVD 213
NTDB id 521 SMSK321 RS04960 WP 000443804.1 P......SSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 A......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 A......SSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 A......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 A......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 A......SSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVTVD 216
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