
logo MS IVSNSTVTKVEDEFDFDEDPEAVI
L
E
N
A
V
A
LESTDAVELQLTSDEELVAVEGASASETDNLVKREEFYDASASKSLDATQMYLSE IGFSPLLTAEEEVLY

NTDB id 1009832 ABFV67 RS11290 WP 332397065.1 MSISNSVTKVEDFDFDPEVINAAESDVEQL..........SATNLKEEYDASSKSLDATQMYLSEIGFSPLLTAEEEVLY 70
NTDB id 1183 GTF74 RS11590 WP 000116737.1 MSVSNTVTKVEEFDFEDEALEVLETDAELTSDEELVAVEGASEDVREEFDASAKSLDATQMYLSEIGFSPLLTAEEEVLY 80
consensus !!*!!*!!!!!*!!!**! * !*! ! ********** **!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ARRALRGDEAARKRMIESNLRLVVKI SRRYSNRGLALLDL I EEGNLGL IRAVEKFDPERGFRFSTYATWWIRQTI ERALM
NTDB id 1009832 ABFV67 RS11290 WP 332397065.1 ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 150
NTDB id 1183 GTF74 RS11590 WP 000116737.1 ARRALRGDEAARKRMIESNLRLVVKISRRYSNRGLALLDLIEEGNLGLIRAVEKFDPERGFRFSTYATWWIRQTIERALM 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NQTRTIRLP IHVVKELNIYLRTARELSQRLDHEPTAPEEKIAALELDKRPVDEDVNTKMLRLNER I SSVDTP IGGDGDKALLDI LP
NTDB id 1009832 ABFV67 RS11290 WP 332397065.1 NQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTAEKIAAELDKPVEDVNKMLRLNERISSVDTPIGGDGDKALLDILP 230
NTDB id 1183 GTF74 RS11590 WP 000116737.1 NQTRTIRLPIHVVKELNIYLRTARELSQRLDHEPTPEEIALELDRPVDDVTKMLRLNERISSVDTPIGGDGDKALLDILP 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !! !!!*!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DSHNHNASDPEFVSTQDDDIRELSLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGRE INLTRERVRQIQVEGLRRLRE I LVK
NTDB id 1009832 ABFV67 RS11290 WP 332397065.1 DSNHSDPEVSTQDDDIRLSLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVK 310
NTDB id 1183 GTF74 RS11590 WP 000116737.1 DSHNADPEFSTQDDDIRESLLNWLDELNPKQKEVLARRFGLLGYEPSTLEEVGREINLTRERVRQIQVEGLRRLREILVK 320
consensus !!** !!! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QGLNMEALFNVDENYDN
NTDB id 1009832 ABFV67 RS11290 WP 332397065.1 QGLNMEALFNVDNDN 325
NTDB id 1183 GTF74 RS11590 WP 000116737.1 QGLNMEALFNVEYDN 335
consensus !!!!!!!!!!!* !!
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