
logo MVRLRTLVRAIAAASVLTSGMAHGLGLGE ITLKSALNQPLDAE I ELLEVRDLGSGEVIPSLASPEEFSKAGVDRLYYLTD
NTDB id 1009698 ABNQ20 RS21945 WP 003138501.1 MVRLRTLVRAIAAASVLTSGMAHGLGLGEITLKSALNQPLDAEIELLEVRDLGSGEVIPSLASPEEFSKAGVDRLYYLTD 80
NTDB id 1196 PAKAF RS09365 WP 016253171.1 MVRLRTLVRAIAAASVLTSGMAHGLGLGEITLKSALNQPLDAEIELLEVRDLGSGEVIPSLASPEEFSKAGVDRLYYLTD 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LKFTPVVKPNGKSVIRVTSSKPVQEPYLNFLVQVLWPNGRLLREYTVLLDPPLYSPQAAASAPQAPVSAPRATGAPRATPQ
NTDB id 1009698 ABNQ20 RS21945 WP 003138501.1 LKFTPVVKPNGKSVIRVTSSKPVQEPYLNFLVQVLWPNGRLLREYTVLLDPPLYSPQAAASAPQAPVSAPRATGAPRTPQ 160
NTDB id 1196 PAKAF RS09365 WP 016253171.1 LKFTPVVKPNGKSVIRVTSSKPVQEPYLNFLVQVLWPNGRLLREYTVLLDPPLYSPQAAASAPQAPVSAPRATGAPRAPQ 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo APAPVRTTAPAGSDTYRTVSNDTLWE IAQRNRTDRVSVPQAMLAFQELNPGAFVDGNINRLKSGQVLR IPTEQQMLERSP
NTDB id 1009698 ABNQ20 RS21945 WP 003138501.1 APAPVRTTAPAGSDTYRTVSNDTLWEIAQRNRTDRVSVPQAMLAFQELNPGAFVDGNINRLKSGQVLRIPTEQQMLERSP 240
NTDB id 1196 PAKAF RS09365 WP 016253171.1 APAPVRTTAPAGSDTYRTVSNDTLWEIAQRNRTDRVSVPQAMLAFQELNPGAFVDGNINRLKSGQVLRIPTEQQMLERSP 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo REALSQVQAQNQSWRGSRNPAAGSTAGARQLDATQRNAAGSAPSKVDATDNLRLVSGEGKASKGADKGGKGDSKAIADTLA
NTDB id 1009698 ABNQ20 RS21945 WP 003138501.1 REALSQVQAQNQSWRGSRNPAAGTAGARQLDATQRNAAGSAPSKVDATDNLRLVSGEGKASKGADKGGKGDSKAIADTLA 320
NTDB id 1196 PAKAF RS09365 WP 016253171.1 REALSQVQAQNQSWRGSRNPAAGSAGARQLDATQRNAAGSAPSKVDATDNLRLVSGEGKASKGADKGGKGDSKAIADTLA 320
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VTKESLDSTRRENEELQSRMQDLQSQLDKLQKL IQLKDAQLAKLQGQLGAEGQGAAQPNAALPDASQPNAAAQAPAQPGT
NTDB id 1009698 ABNQ20 RS21945 WP 003138501.1 VTKESLDSTRRENEELQSRMQDLQSQLDKLQKLIQLKDAQLAKLQGQLGAEGQGAAQPNAALPDASQPNAAAQAPAQPGT 400
NTDB id 1196 PAKAF RS09365 WP 016253171.1 VTKESLDSTRRENEELQSRMQDLQSQLDKLQKLIQLKDAQLAKLQGQLGAEGQGAAQPNAALPDASQPNAAAQAPAQPGT 400
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PAAVAAPTPAPAGEAPAAPAQPPVAPPPAPAVAEKRPPAPAVPAPAPVQAAEQPAPSFLDELLANPLWLAVIGGSALLALLVL
NTDB id 1009698 ABNQ20 RS21945 WP 003138501.1 PAAAAPTPAPAGEAPAAPAQPPVAPPPAPVAEKPPAPAVPAPAPVQAAEQPAPSFLDELLANPLWLAVIGGSALLALLVL 480
NTDB id 1196 PAKAF RS09365 WP 016253171.1 PAVAAPTPAPAGEAPAAPAQPPVAPPPAPAAERPPAPAVPAPAPVQAAEQPAPSFLDELLANPLWLAVIGGSALLALLVL 480
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LMI LSRRNAQKEKEEAQAFAADATGEEQEDALDLGKDGFDDLTLDEPEPQVAAAVAPQVEKTTAQTSDALGEADIY IAYGRF
NTDB id 1009698 ABNQ20 RS21945 WP 003138501.1 LMILSRRNAQKEKEEAQAFAADAGEEQEDALDLGKDGFDDLTLDEPEPQVAAAAPQVEKTTAQTSDALGEADIYIAYGRF 560
NTDB id 1196 PAKAF RS09365 WP 016253171.1 LMILSRRNAQKEKEEAQAFAADTGEEQEDALDLGKDGFDDLTLDEPEPQVAAVAPQVEKTTAQTSDALGEADIYIAYGRF 560
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!



logo NQAAELLQNAIYDEPQRTDLRLKLMEVYAEMGDREGFARQENELRE IGGAQPQVEQLKSRYPAMVAVAAVAGLAGAKLAQ
NTDB id 1009698 ABNQ20 RS21945 WP 003138501.1 NQAAELLQNAIYDEPQRTDLRLKLMEVYAEMGDREGFARQENELREIGGAQPQVEQLKSRYPAMVAVAAVAGLAGAKLAQ 640
NTDB id 1196 PAKAF RS09365 WP 016253171.1 NQAAELLQNAIYDEPQRTDLRLKLMEVYAEMGDREGFARQENELREIGGAQPQVEQLKSRYPAMVAVAAVAGLAGAKLAQ 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DELDSFSLDDLSLDDSGHAAKPDAAGQDLDDAFDLSLDDLGGGDLGSDDVQADLKSDSGALDDLTLDSDLDLAASTAADK
NTDB id 1009698 ABNQ20 RS21945 WP 003138501.1 DELDSFSLDDLSLDDSGHAAKPDAAGQDLDDAFDLSLDDLGGGDLGSDDVQADLKSDSGALDDLTLDSDLDLAASTAADK 720
NTDB id 1196 PAKAF RS09365 WP 016253171.1 DELDSFSLDDLSLDDSGHAAKPDAAGQDLDDAFDLSLDDLGG.....DDVQADLKSDSGALDDLTLDSDLDLAASTAADK 715
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*****!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PVDDLDFGLDFAELAETPSQPKHDDLGDFSLDLDAPEDKLSDDDFLLSLNDEVPAAAPADNNEFTLDTEAAEEPALSLPDD
NTDB id 1009698 ABNQ20 RS21945 WP 003138501.1 PVDDLDFGLDFAELAETPSQPKHDDLGDFSLDLDAPEDKLSDDDFLLSLNDEVPAAAPANNEFTLDTEAAEEPALSLPDD 800
NTDB id 1196 PAKAF RS09365 WP 016253171.1 PVDDLDFGLDFAELAETPSQPKHDDLGDFSLDLDAPEDKLSDDDFLLSLNDEVPAAAPADNEFTLDTEAAEEPALSLPDD 795
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo FDLSLADEPTEPAAPEKGEDSFAAQLDEVSAQLDELASNLDEPKSAATPSFSAEDAAVASALDGDADDDFDFLSGADEAAT
NTDB id 1009698 ABNQ20 RS21945 WP 003138501.1 FDLSLADEPTEPAAPEKGEDSFAAQLDEVSAQLDELASNLDEPKSAAPSFSAEDAAVASALDGDADDDFDFLSGADEAAT 880
NTDB id 1196 PAKAF RS09365 WP 016253171.1 FDLSLADEPTEPAAPEKGEDSFAAQLDEVSAQLDELASNLDEPKSATPSFSAEDAAVASALDGDADDDFDFLSGADEAAT 875
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo KLDLARAYIDMGDSEGARDI LDEVLAEGNDSQQAEARELLERLA
NTDB id 1009698 ABNQ20 RS21945 WP 003138501.1 KLDLARAYIDMGDSEGARDILDEVLAEGNDSQQAEARELLERLA 924
NTDB id 1196 PAKAF RS09365 WP 016253171.1 KLDLARAYIDMGDSEGARDILDEVLAEGNDSQQAEARELLERLA 919
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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