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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1009525 ABHF91 RS14720 WP 409421009.1 MASRGVNKVILIGNLGQDPEVRYMPNGNAVANITVATSESWKDQ.QGQQQERTEWHRCVLYRRLAEIAGEYLKKGAKVYL 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSGGAPY........EEGYGQSQEAYQRPAQQSRQPASDAP 144
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEM....KMLGGRNENSGGAPY........DEGYGQSQEAYQRPAQQSRQPAPDAP 144
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGN.......QGSGWNQAPA....QTNYNQGGYSDN. 142
NTDB id 1009525 ABHF91 RS14720 WP 409421009.1 EGRLQTREWQDQQGQKRYTTEIVVNEM....QMLDSRPGAGGG.....QAQQGGQGNWGRPQQA...PAAQGQGGYGQQP 147
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQPQQP...AKQHQ........ 149
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NTDB id 1103 NMB RS07590 WP 002212976.1 SHP...........QEAPAAP.....RRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 SHP...........QEAPAAP.....RRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ........YAQNNNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1009525 ABHF91 RS14720 WP 409421009.1 QQPAAQGGYGQQGGYGAPAAPKPQGQQPQQPSYNEPPMDFDDDIPF 193
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..................PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
consensus * ***** *** * !****!!!!!!

X non conserved

X similar

X ≥ 50% conserved


