
logo MKKVFLKNGMPVNTFHSALGFIKKHQLLALATLVCTVGSVAGAIGMTI
V
A
S
E
I
A
V
E
H
AAPTASPRNHINPPASLKASGNAPNQVYVVKKRGDTLWDI SGKHRFLKNKNPVWRW

NTDB id 1009495 ABJ384 RS13800 WP 349928002.1 MKKVLKGMPTFSALGFKKQLLALTVCVSVGAGMVSIAEAAPARNINPPALKAGAPQVYVVKKGDTLWDISKRFLKNPVRW 80
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVH.ATSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRW 79
consensus !!!! !!* !*!!! !!*!!!! *! !* ! * **!* *!*!!! !! !!*!!!!!*!!!!!!!! *!! ! !!

logo PE IWASNKQHVKNPHWI FYPGDRLLLMCSTLYDNGKRP I
L
I
VGKDEGDGCEVGI IRRYTGGQTTHKLQPQVRVEASLNNAS IVPVIPLEHIKQWL

NTDB id 1009495 ABJ384 RS13800 WP 349928002.1 PEIWASNKHVKNPHWIFPGDRLLMCTYNGKPIIGKDEGDGCEGIIRRYTGGT.KLQPQVRVESLNNAIPVIPLEHIKQWL 159
NTDB id 1053 ABD1 RS00870 WP 000755276.1 PEIWASNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWL 159
consensus !!!!!!! !!!!!!!!*!!!!!!*!* !*!**!!!!!!!! !!!!!!!! !**!!!!!!!! !!! *!!!!!!!!!!!!

logo ENRSTI LVPAPDES ITGNTPYI LVGTADQRVLAAGKGQTI
VYARGNQGLEINVGQRYAVYREGEPYMYFTDANKGKKHYNSALGI

LEL ILQVASGI
VAI

V

NTDB id 1009495 ABJ384 RS13800 WP 349928002.1 ERSTIVPPESITGTPYILGTADQRVLAAKGQTVYARGNGLEVGQRYAVYREGEPYMFTDAKGKKYNAGLELIQVASGIAI 239
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ENSTILPADSITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAV 239
consensus ! !!!*!**!!! !!!!*!!!!!!!!!*!!!!*!!!!*!! !!!!!!!!!!!!! !!! !!!!* !*!!*!!!!!*!*

logo

R
S
G
SEKNDITTLELTDSTYNASEVRRGDRVLMPEEYDQAPMTLPTLFYPTVDNAEKDQVTVADGGKQI

V
I
VRVMGS IGRTAAKHNSVVTI

LDRGSTLTQGI
VQAVG

NTDB id 1009495 ABJ384 RS13800 WP 349928002.1 RGENDITTLELTDTYNSEVRRGDRVLPEYDPMLPTLFYPTNAEDVVAGGQVVRVMGSIGTAAKHSVVTIDRGSLQGVQAG 319
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SSEKDITTLELTDSYNAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVG 319
consensus ! !!!!!!!!!*!! !!!!!!!!*!! * !!!!!!! ! ! !! **!!!!!!! !!!*!!!!*!!!* !!*! !

logo QVFLDTI
V
S
TQKQGESVI

V
R
TDPKTKERVIQLPGQQRIGNS ILMVFKRSTFDNQLSYAYVLDESDELP IKVGASGS IQPSPLQFMDNDE

NTDB id 1009495 ABJ384 RS13800 WP 349928002.1 QVLTVSQKGEVVTDPKTKERIQLPGQRIGNIMVFKSFDNLSYAYVLDSELPIKVGAGIQPPLMDE 384
NTDB id 1053 ABD1 RS00870 WP 000755276.1 QVFDITQQGESIRDPKTKEVIQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus !! **! !! * !!!!!! !!!!!! !! *!!!**!!*!!!!!!!*!*!!!!!! !!*! *

X non conserved

X similar

X ≥ 50% conserved


