
logo

MIKNKYIHIRS IASRLAARM
S
K
S
K
S
A
Q
R
T
A
L
K
T
N
R
A
K
K
SGFTLVELLVAIA I FASVLSALLGWKI

VFDYL ILKVKRDRNAEHE I
V
H
NLFGEQLQDEAYQQ

NTDB id 1009475 ABJ384 RS08395 WP 349926713.1 ...................MKKQTAKNKKGFTLVELLVAIAIFSVLSALGWKVFDYLIKVKDRNAEHEINLGQLQEAYQQ 61
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQ 80
consensus ******************* !!!!!!!!!!!!!! !!! !!!!*!!!!*!!*!!!!!!!**! !!*!!!!
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NTDB id 1009475 ABJ384 RS08395 WP 349926713.1 ILRDTVQVVPLNANINGDIQPALVLQNGRFNFSKTGVTDPLQQGISPDERVEYQYRADEKKLYRLKYRNLNSTGRDQPES 141
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLS 160
consensus !!!!!*!**!! !! ! **!!! * ! !!! !!!!!! !!*!! !!*!! ! !! !!!!!!!! !!!** !*!! !

logo STVLLNSDQVDQFYEQIMVVLNTPNQELVNTAKWPEGVNQI
VDLPNTDKPVNTEQKLKQI

KLPKGIKIKQLTVAKDGVNSYEWI FYSLLNNQGTDLYLSKLQSQETGNTSNNNANSN
NTDB id 1009475 ABJ384 RS08395 WP 349926713.1 SVLLNDVDQFEIVVLNPNELNAWPEGQVDLNDVTQKQILPKGIKIKLTVKDVSYEWIFSLLNTDYLKQQTGTSNNNANSN 221
NTDB id 1076 ABD1 RS08075 WP 000594585.1 STLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS....... 233
consensus ! !! !!!* !*!! !*!* !!! **!* * !!!!!!! !!! ! !!!!*!! * ! ! ! !*******
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TNNSTL
NTDB id 1009475 ABJ384 RS08395 WP 349926713.1 TNNSTL 227
NTDB id 1076 ABD1 RS08075 WP 000594585.1 ...... 233
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