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NTDB id 1064 ABD1 RS15725 WP 001046490.1 .MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITL 79
NTDB id 1009465 ABJ384 RS01605 WP 349928518.1 MGYANGITLIKNGFTLIEVMVVVVILSIIAAIALPSYSAYTRKAVASQAEQEIQKIAEQLERHKSRNFSYKGFDPGYIYG 80
NTDB id 1006 ACIAD RS15005 WP 004923843.1 ......MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQ 74
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 PRG.......................GYTIQITDDTTTGNL.LTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSLT 135
NTDB id 1009465 ABJ384 RS01605 WP 349928518.1 QASPMTSVSV...............KDYTLTIRDLDSQKLLTSTDQDMRGRGWAIKAETTDNQNYNFLMTSTGIRCKSKA 145
NTDB id 1006 ACIAD RS15005 WP 004923843.1 DKSGQTLAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPL.LTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNKT 153
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 ATAVDNDCGGTVTCNVCETNSENWQ 160
NTDB id 1009465 ABJ384 RS01605 WP 349928518.1 ..SI........SSYQACSGNETW. 159
NTDB id 1006 ACIAD RS15005 WP 004923843.1 WANI........SSSSCGTGSESW. 169
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X ≥ 50% conserved


