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NTDB id 1009464 ABJ384 RS01600 WP 349928516.1 MKKHTHTSSLVSRLKNMNLHP..LAIACMSFIGTYALTASVVQASDLQIYATPEAGQKTIVMMLDTSGSMGDSDSGQTGS 78
NTDB id 1063 ABD1 RS15730 WP 000768961.1 .........MKLKLKNFKPNNLWYAVCSSSMIFTWLMTSSVVQASDLQIYASPTAGKKTIVMMLDTSGSMTSNSYGE..N 69
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NTDB id 1009464 ABJ384 RS01600 WP 349928516.1 RLYRLKQGMYKLLESNDGNLANTKVGLGRFWGSSSRDGGYILVEAAKMGPVGS.....AHRQKLKTAIDGLKAEDWTPTA 153
NTDB id 1063 ABD1 RS15730 WP 000768961.1 RLAMLKNGMNAFLASNNPVLNDTRVGLGNFSADGDSRSGQILVAAAPLGDASTLNTMGSQRYKLKQAVASLTASGYTPSA 149
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NTDB id 1009464 ABJ384 RS01600 WP 349928516.1 QAYVEAAAYLMGTNSLMRATIKVDA....YQTLTRSEKIQNGECPSNRPYYNSADNICYEKYSSWKGYSGKTATPLQLEK 229
NTDB id 1063 ABD1 RS15730 WP 000768961.1 HAYAEAAAYLMGTTTLKNINLVDAPIYFSYVTYDRRGRVI................TNYHACTEWNTE............ 201
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NTDB id 1009464 ABJ384 RS01600 WP 349928516.1 WGDITRNYKCGSLAITNFTN..ETQSC.NSSGWTEVSLIPDEYITRGGTAITNGTLYTFEEIQAQPNNYSGFTRATKGA. 305
NTDB id 1063 ABD1 RS15730 WP 000768961.1 .GTICNSWDSSSLSNPPVISGLQQASCTANIGWQL................LSGTCYKKTGLITINNLDSGFNKSISGSK 264
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NTDB id 1009464 ABJ384 RS01600 WP 349928516.1 IRDDLNYISPLPEVSKRQSCDGQGVYILSDGQANSSGESIVKPMMQAALNN...KSFSCPSSGGL.SSSGDSAWHCMGEF 381
NTDB id 1063 ABD1 RS15730 WP 000768961.1 NTDQSQYNSPLPAVANRQSCDGQGIYFLSDGEPNKTTDTRSASIMSTALGSTFGADFNC..SGGLSNTTADSGWACMGEF 342
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NTDB id 1009464 ABJ384 RS01600 WP 349928516.1 AKYLFDKTKNPTGVSIQTAFVGFGNDFNGLSKSHVQQACQISSRTQDDRRSDDACSPTANTVYKLQKPGFGNGGYFETQS 461
NTDB id 1063 ABD1 RS15730 WP 000768961.1 AKRLFDKTKNPAGVSIQTAFVGFGSDFSSLSSSDVKNACRLSSRTQFDRGGDDLCSPNQT.TNAITAPGYGNGGFFSTQS 421
consensus !! !!!!!!!! !!!!!!!!!!!! !! !! !*! *!! *!!!!! !! !! !!! * * !!*!!!!*! !!!

logo

A
E
Q
SGVTDESVIAQF IKNNLDGDKTVKP I

LEPLPTTGAI SVPVYDALNPKNGNFLQEPYGYLRAFLESPNPAGNQPTVYLTVWARGNLKKYGHI
V
V
Y
L
N
G
S
A
G
L
T
NAGAFE

NTDB id 1009464 ABJ384 RS01600 WP 349928516.1 ESGVTESVIQFIKNLGDTKIEPLPTGAISVPVDALNPNGFQPYGYLRALSPNPGQPVLVWAGNLKKYGIYNGAL...... 535
NTDB id 1063 ABD1 RS15730 WP 000768961.1 AQGVTDSVIAFINNLDKVPLEPLTTGAISVPYDALNPKNLQEYGYLRAFEPNPANTYLTWRGNLKKYHVVLSGTNAGAFE 501
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NTDB id 1009464 ABJ384 RS01600 WP 349928516.1 ADATKTVFNDLGKFDLTTSDLWNNTGVADGGLVDQGGVYWNLPMPTQAVAAVAGNAGANIRAVPAIMANPNSLRNLFTDV 615
NTDB id 1063 ABD1 RS15730 WP 000768961.1 ANTGGLVYNATGAFRTGTKDYWNSSTYNDGGKVFFGGSYAKVPLPIAGQNETRDAEGNI...TKYYYAVQSKIRNLFTDV 578
consensus ! !*! ! ! ! ! !! * !!! ! !! ! *!*! * ! *** * ! * *!!!!!!!

logo

E
SAVASANDGTLSLTPTKI

T
STSG

N
G
T
N
TLLEKIPAEAKPTPSEGTNPFDGTAVANNTNTAGSTYVLDGKFDKPSTGNQNTI

VLKADFP I
V
L
SLKLYKI

LLNYLGYNSLTDI SAT
NTDB id 1009464 ABJ384 RS01600 WP 349928516.1 EAVSNDTLTPKT...NGTLLEIPEKTS.......GANTNGTYVLDKFK...NQTVLKDFPVLLKYKLLNYLGYNLDISAT 682
NTDB id 1063 ABD1 RS15730 WP 000768961.1 SAVAADGSLTKISTSGTNLLKIPAAPPEGTNPFDTVANTASYVLGKFDPSTGQNILKAFPISLKLKILNYLGYSTDISAT 658
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NTDB id 1009464 ABJ384 RS01600 WP 349928516.1 PNTLPTTLSVPTKPFVSLGGSIHSFPVQLTYSGELDANGDLTSVRKQSVLYGSMEGGLHIIDAKTGVEQTVFVPAEILNN 762
NTDB id 1063 ABD1 RS15730 WP 000768961.1 ..TLPSSLVTSNEPYLSMGGSIHSLPVQLTYNGTLDDNGNLTSAREQSILYGTMEGGLHIVDASSGIEQMVFVPADILND 736
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NTDB id 1009464 ABJ384 RS01600 WP 349928516.1 PESSKALRFGEAGSGTDMIKHGVSGAWVADTAYTTQR..GISSDASAVVAKQMRVYGGMRMGGKSYYGMDVLDPTKPKLL 840
NTDB id 1063 ABD1 RS15730 WP 000768961.1 SVASKALVVGQSDA..SAPAHGMDGAWVSDPAYNITTVGSGSSAVSKVTAKQMNIYGGMRMGGSSYYGLDVLSPTSPKLL 814
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NTDB id 1009464 ABJ384 RS01600 WP 349928516.1 FRIGADQTAFSRMGQTWSKPVIANIRYNNKIRRVLILGGGYDACYEYPRFKFGTANPAEFGGGCNKSVAEGNAVYIVDAE 920
NTDB id 1063 ABD1 RS15730 WP 000768961.1 FRIGADQTDYSRMGQSWSKPVLANIRYNGSIRRVLIVGGGYDQCYEKPNITLTDAC.......FTNGKAKGNAVYIIDAK 887
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NTDB id 1009464 ABJ384 RS01600 WP 349928516.1 TGERIWWTSNTGSNKNNDNLKHSVVTRVSTLDRDGDGLVDHIYFGDLGGQVFRIDLNNKKDTP...TANFGHNVIRLANL 997
NTDB id 1063 ABD1 RS15730 WP 000768961.1 TGQRLWWTSDTGSNTDNANMKHSIVSRISTLDRDADGLVDHLYFGDLGGQIFRVDLNNNQTKTNSTYSSFGVRVVRLANL 967
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NTDB id 1009464 ABJ384 RS01600 WP 349928516.1 ATTESG....TIITNGDAPRFYQPPTLTIHDEGNETFILVAIASGDRSTPLDVAPSKGRETIKPFDALQSRPTNKVYGLI 1073
NTDB id 1063 ABD1 RS15730 WP 000768961.1 ATNDSTYDGTNDYTGGNAPRFYEPPTVTIHDYGIHTFITVGIASGDRSTPLDVYPLTGREGMTPTSALSGRPVNNVYGII 1047
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NTDB id 1009464 ABJ384 RS01600 WP 349928516.1 DRDFVERDLYKSTYTAFKSNDITLNQLQKNPQNLASFTA.VKNTFF..GGSPKHGWYRSLSSNYLGNEVA...SRTPGGI 1147
NTDB id 1063 ABD1 RS15730 WP 000768961.1 DRDFVKKNLMSLTDNQLETKDITRTGLRKNPQILRTGETRVAQIFFPTTGVGKGGWYRSLSSTSDGTEKANNSFRIKGGL 1127
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NTDB id 1009464 ABJ384 RS01600 WP 349928516.1 KAFEEEPIAIKDNLFIPVYDPEGTGVEDADPCQPRIVGESDRQQYCLPYGACYKDGD.KDSEAEKRTGMVM......... 1217
NTDB id 1063 ABD1 RS15730 WP 000768961.1 KAFE.EPMAITGNLIIPVYDPQGTGIVAADPCLPRVVGETDRQTYCLPFGACLNSDGSIDQNKENHSGFETQTGTNCPVG 1206
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NTDB id 1009464 ABJ384 RS01600 WP 349928516.1 LNGVNQNVLGAGIRGITLGPMGGGSGGGKTDLNSCGTLTLIGNIKGAGEWKCSRILNPIRWYEKNVAPK 1286
NTDB id 1063 ABD1 RS15730 WP 000768961.1 ASECNKNVIGSGIRSVTFVPTEDN....PPMTNSCGKLKLSGNEQGTGQWQCTSHLVPTRWYERYR... 1268
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