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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1009455 ABJ384 RS00735 WP 180041926.1 ..MRGVNKVILVGTLGKDPETKTFPNGGSLTQFSIATSDSWTDKNTGERKEQTEWHRIVLHNRLGEIAQQYLRKGSKVYI 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEE..GYGQSQE.......A..........YQRPA 133
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDE..GYGQSQE.......A..........YQRPA 133
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQG...GMNVPAQ.....Q..........GSWGQPQ 142
NTDB id 1009455 ABJ384 RS00735 WP 180041926.1 EGSLRTRQWTDQSGQERYTTEIRG....EQMQMLDSNRQQGEQAASGDNSGYNQPR..FNNNQGGYNNNNNNQGGYGNQG 152
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGG.NQGSGWNQAPAQTNYNQGGYSD............ 141
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NTDB id 1103 NMB RS07590 WP 002212976.1 QQSRQPAS..DAPSHPQEAPAAPRRQPVPA.AAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QQSRQPAP..DAPSHPQEAPAAPRRQPVPA.AAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ....Q.....PAKQHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1009455 ABJ384 RS00735 WP 180041926.1 GYNNNQNNQGNSYGNNNPGGFAPKQQPAPAAAA.PADLDDDLPF 195
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ....NYAQN.NNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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