
logo MNLRDFF IV ITTWWGKI LGAFFGYLTAGPVGALFGI LVGNFFDRGLVSYYSNPHWLYHAEKQKRIVQKAFFEATFS IMGHVA
NTDB id 100944 AXF37 RS11530 WP 027222435.1 MNLRDFFIITTWWGKILGAFFGYLTAGPVGALFGILVGNFFDRGLVSYYSNPHWLYHAEKQKIVQKAFFEATFSIMGHVA 80
NTDB id 1277 LPP RS11585 WP 014844489.1 MNLRDFFVITTWWGKILGAFFGYLTAGPVGALFGILVGNFFDRGLVSYYSNPHWLYHAEKQRIVQKAFFEATFSIMGHVA 80
NTDB id 1264 GCO85 RS11730 WP 014844489.1 MNLRDFFVITTWWGKILGAFFGYLTAGPVGALFGILVGNFFDRGLVSYYSNPHWLYHAEKQRIVQKAFFEATFSIMGHVA 80
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!

logo KSDGRVSEEQE INSMAKSLIMS
NEMKLNSKEGQKDLAKRLFNEGKQPDFNVSLAL IQLQR ICKDNRDLLKLFVDIQYRAAQVDGLNS

NTDB id 100944 AXF37 RS11530 WP 027222435.1 KSDGRVSEEEINMAKSLMSEMKLNKEQKDLAKRLFNEGKQPDFNVSLALIQLQRICKDNRDLLKLFVDIQYRAAQVDGLN 160
NTDB id 1277 LPP RS11585 WP 014844489.1 KSDGRVSEQEISMAKSIMNEMKLSKGQKDLAKRLFNEGKQPDFNVSLALIQLQRICKDNRDLLKLFVDIQYRAAQVDGLS 160
NTDB id 1264 GCO85 RS11730 WP 014844489.1 KSDGRVSEQEISMAKSIMNEMKLSKGQKDLAKRLFNEGKQPDFNVSLALIQLQRICKDNRDLLKLFVDIQYRAAQVDGLS 160
consensus !!!!!!!!*!!*!!!!*!*!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo SQKIHALDNI FTHLGFAPLHKQYRFYEDFGSYFQQEQPSKQHYHNQQGYQKHTSSSQGDQRQGYKPQSPPNATLAHAYFALLEVSP
NTDB id 100944 AXF37 RS11530 WP 027222435.1 SQKIHALDNIFTHLGFAPLHKQYRFYEDFGSYFQQEQPKQHYHNQQGYQHTSSSQGQRGYKPQSPPNALAHAYALLEVSP 240
NTDB id 1277 LPP RS11585 WP 014844489.1 SQKIHALDNIFTHLGFAPLHKQYRFYEDFGSYFQQEQSKQHYHNQQGYKHTSSSQDQQGYKPQSPPNTLAHAFALLEVSP 240
NTDB id 1264 GCO85 RS11730 WP 014844489.1 SQKIHALDNIFTHLGFAPLHKQYRFYEDFGSYFQQEQSKQHYHNQQGYKHTSSSQDQQGYKPQSPPNTLAHAFALLEVSP 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!*!*!!!!!!!!!*!!!!*!!!!!!!

logo NANSKQEVRRAYRRLLSRNHPDKL IAQGLPEEMIKLANDKTHQIMKAYEL ICETKGW
NTDB id 100944 AXF37 RS11530 WP 027222435.1 NANKQEVRRAYRRLLSRNHPDKLIAQGLPEEMIKLANDKTHQIMKAYELICETKGW 296
NTDB id 1277 LPP RS11585 WP 014844489.1 NASKQEVRRAYRRLLSRNHPDKLIAQGLPEEMIKLANDKTHQIMKAYELICETKGW 296
NTDB id 1264 GCO85 RS11730 WP 014844489.1 NASKQEVRRAYRRLLSRNHPDKLIAQGLPEEMIKLANDKTHQIMKAYELICETKGW 296
consensus !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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